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cDNA cloning, DNA helicase, helicase, p50,
RuvB, Kikuchi, Gohshi, Kawahire, Tachi-
bana, Yaneda, Isobe, him, Kohno, Ichi-
mura, Omata, Horigome, 487

—, DNA helicase, p47, RuvB, RUVB-like
protein, Gohshi, Shimada, Kawahire,
Imai, Ichimura, Omata, Horigome, 939

cDNA sequence, Ca2+/calmodulin-dependent
protein kinase, CaM-kinase phosphatase,
protein kinase phosphatase, protein phos-

phatase, Kitani, Ishida, Okuno, Takeuchi,
Kameshita, Fujisawa, 1022

CEL-IH, ANS-fluorescence, cytotoxicity, lec-
tin, pore-forming protein, Oda, Shinmura,
Nishioka, Komatsu, Hatakeyama, Mura-
matsu, 713

cell cycle control, proteolysis, ubiquitin,
ubiquitin-conjugating enzyme, ubiquitin-
ligase, Yamao, 223

cell cycle regulation, ADP-ribosyl cyclase,
CD38, cyclic ADP-ribose, Euglena gracilis,
Masuda, Takenaka, Tsuyama, Inui, Miya-
take, Nakano, 449

cell proliferation, apoptosifi, CNS remodel-
ing, 20-hydroxyecdysone, Sarcophaga
peregrina, Fujii, Tanaka, Homma, Natori,
613

—, aortic smooth muscle cell, gel culture,
myofibroblast, type IV collagen, Hirose,
Kosugi, Nakazato, Hayashi, 991

cellulase, cellulolytic fungi, /3-glucosidase,
Humicola grisea, Trichoderma reesei,
Takashima, Nakamura, Hidaka, Masaki,
Uozumi, 728

cellulolytic fungi, cellulase, /9-glucosidase,
Humicola grisea, Trichoderma reesei,
Takashima, Nakamura, Hidaka, Masaki,
Uozumi, 728

ceramidase, ceramide, C12-NBD-ceramide,
sphingolipid ceramide iV-deacylase
(SCDase), Tani, Okino, Mitsutake, Ito, 746

ceramide, cytosolic phospholipase Aj, mito-
gen-activated protein kinase, phospho-
lipase C, protein kinase C, Sato, Kageura,
Hashizume, Hayama, Kitatani, Akiba, 96

—, apoptosis, 7V,^-dimethylsphingosine,
mesangial cell, stress, Sweeney, Igarashi,
737

—, ceramidase, C12-NBD-ceramide, sphin-
golipid ceramide iV-deacylase (SCDase),
Tani, Okino, Mitsutake, Ito, 746

cerebral tissue, cytochrome P-450, drug-
metabolizing activity, microsome, perfused
brain, Chikaoka, Tamura, 634

cerulenin, cytochrome P450, ER chaperones,
ER proliferation, tREl, yeast, Takewaka,
Zimmer, Hirata, Ohta, Takagi, 507

charge-transfer interaction, acyl-CoA dehy-
drogenase, flavoenzyme, nuclear magnetic
resonance, resonance Raman spectra,
Tamaoki, Nishina, Shiga, Miura, 285

chemical cross-linking, calponin, interaction,
MALDI-TOF/MS, tubulin, Fujii, Koizumi,
869

chemical modification, carbodiimide, carbox-
yl proteinase, Pseudomonas, pepstatin, Ito,
Narutaki, Uchida, Oda, 210

chemical rescue, alanine racemase, /3-chloro-
alanine, Watanabe, Kurokawa, Yoshi-
mura, Esaki, 987

chitin degradation, cytoplasmic chitobiase,
DNA sequence, Vibrio parahaemolyticus,
homology, Wu, Laine, 1086

^-chloroalanine, alanine racemase, chemical
rescue, Watanabe, Kurokawa, Yoshimura,
Esaki, 987

cholesterol esterase, bile salt-activated
lipase, bovine pancreas, human milk, lyso-
phospholipase, lipase assay, Tanaka, Mie-
rau, Ito, 883

cholesteryl ester, acyl-CoA synthetase inhibi-
tor, macrophage-derived foam cell forma-

tion, triacsin, triacylglycerol, Namatame,
Tomoda, Arai, Inoue, Omura, 319

chondrocyte, interleukin (IL)-l, matrix
metalloproteinase (MMP), mechanical
stress, proteoglycan, Fujisawa, Hattori,
Takahashi, Kuboki, Yamashita, Takigawa,
966

chondroitin, glycosaminoglycans, low-density
lipoprotein, Volpi, Tarugi, 297

chondromodulin-II, bone, cartilage, growth
factor, recombinant protein, Shukunami,
Kondo, Wakai, Takahashi, Inoue, Kami-
zono, Hiraki, 436

choriogenin, fish egg envelope, limited cleav-
age, medaka (teleost fish), molecular archi-
tecture, Sugiyama, Murata, Iuchi, No-
muru, Yamagami, 469

chromatin remodeling, DNA methylation,
histone acetylation and deacetylation, sper-
miogenesis, transition proteins, Kundu,
Rao, 217

cigarette smoking, caffeine metabolism, in-
duction, PCR-RFLP, Nakajima, Yokoi,
Mizutani, Kinoshita, Funayama, Kama-
taki, 803

cisplatdn, cytotoxicity, free radicals, nephro-
toxicity, phenolic antioxidante, Rao, Ku-
mar, Rao, 383

cloning, a,c subunit, fi, subunit, Ca1+ channel,
guinea pig heart, Ding, Kuroki, Kame-
yama, Yoshimura, Kameyama, 750

—, cytochrome 6j, gene expression, Mortier-
ella, RNA editing, Kobayashi, Sakuradani,
Shimizu, 1094

CNS remodeling, apoptosis, cell prolifera-
tion, 20-hydroxyecdysone, Sarcophaga
peregrina, Fujii, Tanaka, Homma, Natori,
613

cold-active enzyme, Aeromonas sp., L-gluta-
mate dehydrogenase, heme 6, heme-con-
taining enzyme, Yamamura, Sakaguchi,
Murakami, Yokoyama, Tamiya, 760

cold enzyme, catalytic residue, protein-tyro-
sine-phosphatase-like enzyme, Tsuruta,
Aizono, 690

collagen, hydration, hydroxyproline, model
peptide, triple helix, Nagarajan, Kamitori,
Okuyama, 310

—, alkaline treatment, BSE, fibril formation,
integrin, Hattori, Adachi, Ebihara, Shirai,
Someki, Irie, 676

combinatorial library, human antibody reper-
toire, phage display, recombinant Fab frag-
ment, rotavirus infection, Itoh, Nakagomi,
Suzuki, Inoue, Tada, Suzuki, 123

contact inhibition, BALB/c-3T3 fibroblasts,
cyclin-dependent kinase inhibitors, G,
arrest, Rb protein, Yanagisawa, Kosaka,
Iwahana, Nakanishi, Tominaga, 36

contrast variation, cytoplaamic polyhedrosis
virus, neutron scattering, small-angle scat-
tering, Tomita, Hasegawa, Tsukihara,
Miyajima, Nagao, Sato, 916

COPII vesicle, ER protein degradation, Sac-
charomyces cerevisiae, SARI, vesicular
transport, Saito, Yamanushi, Oka, Naka-
no, 130

COS-7 cells, aminopeptidase, expressed se-
quence tags, metallopeptidase, molecular
cloning, Hattori, Matsumoto, Mizutani,
Tsujimoto, 931

coumaroyl serotonin, EGF, FGF, fibroblast,
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growth factor, Takii, Hayashi, Hiroma,
Chiba, Kawashima, Zhang, Nagatsu,
Sakakibara, Onozaki, 910

CR3, actin-binding protein, okadaic acid,
phagocytes, superoxide, Nagaishi, Adachi,
Kawanishi, Yamaguchi, Kasahara, Haya-
kawa, Suzuki, 891

cross-bridge, MLCK, myosin, phosphoryla-
tion, smooth muscle, Okagaki, Hayakawa,
Samizo, Kohama, 619

crosslinking, affinity, heparin, platelet, pro-
tein, Suda, Mori, Bird, Marques, Ormsby,
Tanaka, Koshida, Nakamura, Kusumoto,
Sobel, 1011

CRXE, LRBP gene regulation, photoreceptor-
specific, PCE, Fei, Matragoon, Smith,
Overbeek, Chen, Zack, Liou, 1189

crystallization, replication initiator protein,
RepE, mini-F plasmid, X-ray diffraction,
Komori, Sasai, Matsunaga, Wada, Miki,
24

—, family B DNA polymerase, hyperthermo-
philic archaeon, polymerase chain reaction,
X-ray crystallography, Hashimoto, Matsu-
moto, Nishioka, Yuasa, Takeuchi, Inoue,
Fujiwara, Takagi, Imanaka, Kai, 983

crystal structure, acidic patch, double mu-
tant, electron transfer, plastocyanin, Suga-
wara, Inoue, Li, Gotowda, Hibino, Takabe,
Kai, 899

—, active site cleft, Bacillus cereus, /?-amyl-
ase, raw starch binding domain, Oyama,
Kusunoki, Kishimoto, Takasaki, Nitta,
1120

C-type natriuretic peptide, biglycan, differ-
ential display-polymerase chain reaction,
mineralization, osteoblast, Inoue, Haya-
kawa, Otsuka, Kamiya, Suzuki, Hirose,
Hagiwara, 103

Cucumaria echinata, alcium, glycolipid,
hemolysin, lectin, Hatakeyama, Sato,
Taira, Kuwahara, Niidome, Aoyagi, 277

cultured smooth muscle cell, aortic smooth
muscle cells, 17-kDa light chain localiza-
tion, myosin 17-kDa light chain, myosin
light chain isoforms, Takeuchi, Senba,
Furukawa, Eto, Morita, 334

cyanobacteria, bent DNA, RNA polymerase,
rpoD, transcription, Asayama, Hayasaka,
Kabasawa, Shirai, Ohyama, 460

cyclic ADP-ribose, ADP-ribosyl cyclase,
CD38, cell cycle regulation, Euglena
gracilis, Masuda, Takenaka, Tsuyama,
Inui, Miyatake, Nakano, 449

cyclin-dependent kinase inhibitors, BALB/
C-3T3 fibroblasts, contact inhibition, Gi
arrest, Rb protein, Yanagisawa, Kosaka,
Iwahana, Nakanishi, Tominaga, 36

cytochrome bi, cloning, gene expression,
Mortierella, RNA editing, Kobayashi,
Sakuradani, Shimizu, 1094

cytochrome bd, aurachin C, cytochrome bo,
terminal oxidase, ubiquinone, Miyoshi,
Takegami, Sakamoto, Mogi, Iwamura, 138

—, FTIR, ubiquinol oxidase, redox difference
spectra, protein backbone change, Yama-
zaki, Kandori, Mogi, 1131

cytochrome bo, aurachin C, cytochrome bd,
terminal oxidase, ubiquinone, Miyoshi,
Takegami, Sakamoto, Mogi, Iwamura, 138

cytochrome cb, cytochrome c oxidase, c-type
cytochrome, Helicobacter pylori, heme-
copper oxidase, Tsukita, Koyanagi, Naga-
to, Koizuka, Akashi, Shimoyama, Tamura,
Sone, 194

cytochrome c oxidase, cytochrome cb, c-type
cytochrome, Helicobacter pylori, heme-
copper oxidase, Tsukita, Koyanagi, Naga-
ta, Koizuka, Akashi, Shimoyama, Tamura,
Sone, 194

c-type cytochrome, cytochrome c oxidase,
cytochrome cb, Helicobacter pylori, heme-
copper oxidase, Tsukita, Koyanagi, Naga-
to, Koizuka, Akashi, Shimoyama, Tamura,
Sone, 194

cytochrome P450, cerulenin, ER chaperones,
ER proliferation, IRE1, yeast, Takewaka,
Zimmer, Hirata, Ohio, Takagi, 607

cytochrome P-450, cerebral tissue, drug-
metabolizing activity, microsome, perfused
brain, Chikaoka, Tamura, 634

cytoplasmic chitobiase, chitin degradation,
DNA sequence, Vibrio parahaemolyticus,
homology, Wu, Laine, 1086

cytoplasmic polyhedrosis virus, contrast vari-
ation, neutron scattering, small-angle scat-
tering, Tomita, Hasegawa, Tsukihara,
Miyajima, Nagao, Sato, 916

cytosol, free oligosaccharides, hen oviduct,
oligomannoside, Iwai, Mega, Hose, 70

cytosolic phospholipase A,, ceramide, mito-
gen-actdvated protein kinase, phospho-
lipase C, protein kinase C, Sato, Kageura,
Hashizume, Hayama, Kitatani, Akiba, 96

cytotoxicity, cisplatin, free radicals, nephro-
toxicity, phenolic antioxidants, Rao, Ku-
mar, Rao, 383

—, ANS-fluorescence, CEL-1H, lectin, pore-
forming protein, Oda, Shinmura, Nishioka,
Komatsu, Hatakeyama, Muramatsu, 713

D

DDAB, cationic lipid vesicles, gene transfec-
tion, protamine, You, Kamihira, Iijima,
1160

defense mechanism, heterodimer, insect,
papain family proteinase, processing, Fuji-
moto, Kobayashi, Kurata, Natori, 566

deletion, aggregation, inorganic pyrophos-
phatase, thermostability, Thermus thermo-
philus., Satoh, Oshida, Ono, Hattori, Ohio,
Watanabe, Shinoda, Takahashi, Lee,
Samejima, 858

denitrification, multi-copper enzyme, N,0
reductase, Rhodobacter sphaeroides f. sp.
denitrificans IL106, Sato, Okubo, Yama-
zaki, 864

development, brain, monoclonal antibody,
neuron, synapsin I, Harada, Takeuchi,
Dohmae, Takio, Uenaka, Aoki, Inoue,
Umeda, 443

—, exon-intron organization, gene expres-
sion, medaka fish, membrane guanylyl
cyclase, Mantoku, Muramatsu, Nakauchi,
Yamagami, Kusakabe, Suzuki, 476

diacylglycerol lipase, platelet, signal trans-
duction, purification, Moriyama, Urade,
Kito, 1077

4,5-diaminofluorescein, catecholamines, fluo-
rescence, nitric oxide, reducers, Nagata,
Momose, Ishida, 658

differential display-polymerase chain reac-

tion, biglycan, C-type natriuretic peptide,
mineralization, osteoblast, Inoue, Haya-
kawa, Otsuka, Kamiya, Suzuki, Hirose,
Hagiwara, 103

iV,iV-dimethylsphingosine, apoptosis, cer-
amide, mesangial cell, stress, Sweeney,
Igarashi, 737

disintegrins, amino acid sequences, platelet
aggregation, protein purification, snake
venom, Oshikawa, Terada, 31

disulfide bridge, basic residues, metallopro-
teinase, reactive site loop, SMPI, Hiraga,
Seeram, Tote, Tanaka, Kainosho, Oda, 202

dithioacetal, algal galactans, anhydroga-
lactose, anhydrous mercaptolysis, HPLC,
Hama, Nakagawa, Mochizuki, Sumi,
Hatate, 160

DNA binding, Bicoid, Drosophila, gene acti-
vation, in vitro selection, Yuan, Ma, Ma,
809

—, autoantigen, heterochromatin, HP1, self-
association, Yamada, Fukuda, Himeno,
Sugimoto, 832

DNA helicase, cDNA cloning, helicase, p50,
RuvB, Kikuchi, Gohshi, Kawahire, Tachi-
bana, Yaneda, Isobe, Lim, Kohno, Ichi-
mura, Omata, Horigome, 487

—, cDNA cloning, p47, RuvB, RUVB-like
protein, Gohshi, Shimada, Kawahire,
Imai, Ichimura, Omata, Horigome, 939

DNA methylation, chromatin remodeling,
histone acetylation and deacetylation, sper-
miogenesis, transition proteins, Kundu,
Rao, 217

DNA methyltransferase, nuclear localization,
oogenesis, Xenopus laevis, Kimura, Sue-
take, Tajima, 1175

DNA polymerase a, B23, DNA replication,
oligomerization, retinoblastoma protein,
Takemura, Sato, Nishio, Akiyama, Ume-
kawa, Yoshida, 904

DNA polymerase ff-primase, NA helicase,
DNA topoisomerase, highly unwound
DNA, yeast Saccharomyces cerevisiae,
Kamimura, Kawasaki, Ohara, Sugino, 236

DNA replication, B23, DNA polymerase a,
oligomerization, retinoblastoma protein,
Takemura, Sato, Nishio, Akiyama, Ume-
kawa, Yoshida, 904

DNA sequence, chitin degradation, cytoplas-
mic chitobiase, Vibrio parahaemolyticus,
homology, Wu, Laine, 1086

DNA topoisomerase, NA helicase, DNA poly-
merase ar-primase, highly unwound DNA,
yeast Saccharomyces cerevisiae, Kami-
mura, Kawasaki, Ohara, Sugino, 236

dominant-negative p53, p21 mRNA, senes-
cence, senescence-associated y9-galacto-
sidase, SV40 T antigen, Fujii, Ide, Naka-
bayashi, Joguchi, Ogino, Ayusawa, 531

double mutant, acidic patch, crystal struc-
ture, electron transfer, plastocyanin, Suga-
warn, Inoue, Li, Gotowda, Hibino, Takabe,
Kai, 899

DPC4, Mad, serine-threonine kinase recep-
tor, Smad, TGF-/?, Kawabata, Miyazono, 9

Drosophila, Groucho, UBC9, ubiquitin-like
proteins, yeast two-hybrid, Ohsako, Taka-
matsu, 230

—, Bicoid, DNA binding, gene activation, in
vitro selection, Yuan, Ma, Ma, 809

drug-metabolizing activity, cerebral tissue,
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cytochrome P-450, microsome, perfused
brain, Chikaoka, Tamura, 634

drug-metabolizing enzyme, carbonyl reduct-
ase, rabbit heart, redox cycling, tetrameric
enzyme, Imamura, Migita, Otagiri, Choshi,
Hibino, 41

dynamin, endocytosis, trans-Golgi network,
vesicular transport, Kasai, Shin, Shinotsu-
ka, Murakami, Nakayama, 780

E

early B-cell progenitor, B-cell differentiation,
hematopoietic stem cell, immunoglobulin
gene rearrangement, stromal cell, Matsu-
da, Koguma, Okuyama, Nakazawa, Matsu-
zaki, Nakauchi, Yanai, Terasaki, Obinata,
602

ecto-acceptors, expression, heavy chain, re-
constitution, tetanus toxin, Li, Aoki, Dolly,
1200

EGF, coumaroyl serotonin, FGF, flbroblast,
growth factor, Takii, Hayashi, Hiroma,
Chiba, Kawashima, Zhang, Nagatsu,
Sakakibara, Onozaki, 910

EGFP, apoptosis, Fas, PKR, protein kinase,
Takizawa, Tatematsu, Nakanishi, 391

EGF receptor, Grb2/Ash, NMR, SH2 do-
main, solution structure, Tsuchiya, Ogura,
Hatanaka, Nagata, Terasawa, Mandiyan,
Schlessinger, Aimoto, Ohio, Inagaki, 1151

electron transfer, acidic patch, crystal struc-
ture, double mutant, plastocyanin, Suga-
wara, Inoue, Li, Gotowda, Hibino, Takabe,
Kai, 899

ELJSA, keratan sulfate, macular comeal
dystrophy, serum, sulfotransferase, Hose-
gawa, Torii, Nagaoka, Nakayasu, Miya-
jima, Habuchi, 245

embryo, fucosyltransferase, gene cloning,
Lewis x, zebrafiah, Kageyama, Natsuka,
Hose, 838

embryonal carcinoma cell, retrovirus, ribonu-
cleoprotein, spermatogenesis, testis, Ma-
tsui, Breau, Iwasaki, Hagiwara, Tamai,
Mori, Bloom, Jerry, Eddy, Taketo, 1104

endocytosis, dynamin, trans-Golgi network,
vesicular transport, Kasai, Shin, Shino-
tsuka, Murakami, Nakayama, 780

endo-yS-mannosidase, enzyme, glycoprotein,
lily, iV-linked sugar chains, Sasaki, Yama-
gishi, Mega, Norioka, Natsuka, Hose, 363

endothelial cell, angiogenesis, endothelial cell
growth inhibitor, macrophage, smooth
muscle cell, Nakano, Higashiyama, Taka-
shima, Tsuruoka, Klagsbrun, Taniguchi,
368

endothelial cell growth inhibitor, angiogene-
sis, endothelial cell, macrophage, smooth
muscle cell, Nakano, Higashiyama, Taka-
shima, Tsuruoka, Klagsbrun, Taniguchi,
368

energy transduction, myosin ATPase, phos-
phate analogue, transition state complex,
X-ray scattering, Maruta, Uyehara, Hom-
ma, Sugimoto, Wakabayashi, 177

enkephalin, metalloprotease, neuropeptide,
proprotein convertase, Berman, Ageyeva,
Veksler, Wood, Devi, 641

Enterococcus hirae, Na+ pumping properties,
Na+-translocating ATPase, vacuolar

ATPase, V0-liposomes, Murata, Takase,
Yamato, Igarashi, Kakinuma, 414

enteropeptidase, lectin blotting, porcine duo-
denum, purification, substrate specificity,
Matsushima, Ichinose, Yahagi, Tsukada-
Koto, Miki, Omata, Kim, Ito, Takahashi,
Sakurai, Tsuchiya, Athauda, Inoue, Taka-
hashi, 947

enzyme, endo-/3-mannosidase, glycoprotein,
lily, TV-linked sugar chains, Sasaki, Yama-
gishi, Mega, Norioka, Natsuka, Hose, 363

ER chaperones, cerulenin, cytochrome P450,
ER proliferation, IRE1, yeast, Takewaka,
Zimmer, Hirata, Ohta, Takagi, 507

ERF (EREBP), antifungal activity, ethylene,
innate immunity in plant, pathogeneais-
related protein (PR protein), Kitajima,
Sato, 1

ER proliferation, cerulenin, cytochrome
P450, ER chaperones, IRE1, yeast, Take-
waka, Zimmer, Hirata, Ohta, Takagi, 507

ER protein degradation, COPII vesicle, Sac-
charomyces cerevisiae, SARI, vesicular
transport, Saito, Yamanushi, Oka, Naka-
no, 130

erythrocyte, induction of AChE release, lipid
transfer, liposome, morphological index,
Suzuki, Okumura, Sunamoto, 876

Escherichia coli, 1,5-anhydro-D-fnictose,
1,5-anhydro-D-glucitol, glycogenolytic
pathway, regulation of glycogen metabo-
lism, Shiga, Kametani, Kadokura, Aka-
numa, 166

ESR, blue copper protein, multicopper ox-
idase, site-directed mutagenesis, stellacya-
nin, Shimizu, Sasaki, Kwon, Odaka, Satoh,
Sakurai, Sakurai, Yamaguchi, Samejima,
662

ethylene, antifungal activity, ERF (EREBP),
innate immunity in plant, pathogenesis-
related protein (PR protein), Kitajima,
Sato, 1

Euglena gracilis, ADP-ribosyl cyclase, CD38,
cell cycle regulation, cyclic ADP-ribose,
Masuda, Takenaka, Tsuyama, Inui, Miya-
take, Nakano, 449

evolution of bacterial rhodopsin, bacterial
rhodopsin, bacteriorhodopsin, halobac-
teria, retinal protein, Mukohata, Ihara,
Tamura, Sugiyama, 649

exocytosis, HPC-1, PC12h, SNARE, syntax-
in, Watanabe, Fujiwara, Komazaki, Yama-
guchi, Tajima, Akagawa, 685

exon-intron organization, development, gene
expression, medaka fish, membrane gua-
nylyl cyclase, Mantoku, Muramatsu, Naka-
uchi, Yamagami, Kusakabe, Suzuki, 476

expressed sequence tags, aminopeptidase,
COS-7 cells, metallopeptidase, molecular
cloning, Hattori, Matsumoto, Mizutani,
Tsujimoto, 931

expression, amino acid sequence, Bacillus
stearothermophilus, inorganic pyrophos-
phatase, site-directed mutagenesis, Satoh,
Shinoda, Ishii, Koyama, Sakurai, Kaji,
Hachimori, Irie, Samejima, 48

—, ecto-acceptors, heavy chain, reconstitu-
tion, tetanus toxin, Li, Aoki, Dolly, 1200

extracellular matrix, adenoid cystic car-
cinoma, basement membrane, heparan
sulfate proteoglycan, perlecan, Kimura,
Cheng, Toyoshima, Oda, Saku, 406

family B DNA polymerase, crystallization,
hyperthermophilic archaeon, polymerase
chain reaction, X-ray crystallography,
Hashimoto, Matsumoto, Nishioka, Yuasa,
Takeuchi, Inoue, Fujiwara, Takagi, Imana-
ka, Kai, 983

Fas, apoptosis, EGFP, PKR, protein kinase,
Takizawa, Tatematsu, Nakanishi, 391

fat cell, insulin, lipase, lipolysis, norepi-
nephrine, Morimoto, Sumiyoshi, Kameda,
Tsujita, Okuda, 976

fatty acid-binding protein, amino acid se-
quence, glutathione-thiolation, molecular
phylogeny, Rana catesbeiana, Baba, Abe,
Tsunasawa, Odani, 115

Ffh, Bacillus subtilis, protein secretion,
SecA, signal recognition particle, Bunai,
Yamada, Hayashi, Nakamura, Yamane,
151

FGF, coumaroyl serotonin, EGF, fibroblast,
growth factor, Takii, Hayashi, Hiroma,
Chiba, Kawashima, Zhang, Nagatsu,
Sakakibara, Onozaki, 910

fibril formation, alkaline treatment, BSE,
collagen, integrin, Hattori, Adachi, Ebi-
hara, Shirai, Someki, Irie, 676

fibril model, amyloidosis, Bence-Jones pro-
tein, X-ray crystallography, Steinrauf,
Chiang, Shiuan, 422

fibrinogen, fibrinolysis, inhibition, serine
protease, thrombogenesis, Iwamori, Iwa-
mori, Ito, 594

fibrinogenolytic, Agkistrodon halys brevi-
caudus, amino acid sequence, metallo-
protease, snake venom, Terada, Hori,
Fujimura, Kimoto, 64

fibrinolysis, fibrinogen, inhibition, serine
protease, thrombogenesis, Iwamori, Iwa-
mori, Ito, 594

fibroblast, coumaroyl serotonin, EGF, FGF,
growth factor, Takii, Hayashi, Hiroma,
Chiba, Kawashima, Zhang, Nagatsu,
Sakakibara, Onozaki, 910

fish egg envelope, choriogenin, limited cleav-
age, medaka (teleost fish), molecular archi-
tecture, Sugiyama, Murata, Iuchi, Nomu-
ra, Yamagami, 469

flavoenzyme, acyl-CoA dehydrogenase,
charge-transfer interaction, nuclear mag-
netic resonance, resonance Raman spectra,
Tamaoki, Nishina, Shiga, Miura, 285

fluorescence, catecholamines, 4,5-diamino-
fluorescein, nitric oxide, reducers, Nagata,
Momose, Ishida, 658

fluorogenic substrate, aspartic proteinase,
cathepsin D, cathepsin E, Yasuda, Kage-
yama, Akamine, Shibata, Kominami, Uchi-
yama, Yamamoto, 1137

Forssman, glycosphingolipid, GM2, isoglobo,
neolacto, Yamamoto, Iida-Tanaka, Kasa-
ma, Ishizuka, Kushi, Honda, 923

c-fos promoter, G protein, HEK-293 cells,
MAP kinase, signal transduction, small
GTPase, Sun, Yamauchi, Kaziro, Itoh, 515

free oligosaccharides, cytosol, hen oviduct,
oligomannoside, Iwai, Mega, Hose, 70

free radicals, cisplatin, cytotoxicity, nephro-
toxicity, phenolic antioxidants, Rao, Ku-
mar, Rao, 383

fructose 1,6-bisphosphate aldolase, bovine
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cerebral cortex, heparin-binding protein,
purification, regioselectively desulfated
heparins, To, Takano, Kamei, Xu, Kariya,
Yoshida, Hara, 554

FTLR, ubiquinol oxidase, cytochrome bd,
redox difference spectra, protein backbone
change, Yamazaki, Kandori, Mogi, 1131

fucosyltransferase, embryo, gene cloning,
Lewis x, zebrafish, Kageyama, Natsuka,
Hose, 838

furin, PACE4, PC8, proalbumin processing,
subtilisin-like proprotein convertase, Mori,
Imamaki, Nagata, Yonetomi, Kiyokage-
Yoshimoto, Martin, Gillespie, Nagahama,
Tsuji, Matsuda, 627

fusion protein, amino acid transporter, over-
expression, sodium alanine symporter fam-
ily, thermophilic alanine carrier, Kana-
mori, Kamata, Yagisawa, Hirata, 454

G, arrest, BALB/c-3T3 fibroblasts, contact
inhibition, cyclin-dependent kinase inhibi-
tors, Rb protein, Yanagisawa, Kosaka,
Iwahana, Nakanishi, Tominaga, 36

gel culture, aortic smooth muscle cell, cell
proliferation, myofibroblast, type IV col-
lagen, Hirose, Kosugi, Nakazato, Hayashi,
991

gene activation, Bicoid, DNA binding, Droso-
phila, in vitro selection, Yuan, Ma, Ma,
809

gene cloning, ribosomal protein, RNA poly-
merase a subunit, thermostability, Ther-
mus thermophilus, Wada, Yamazaki,
Kuramitsu, Kyogoku, 143

—, embryo, fucosyltransf erase, Lewis x,
zebrafish, Kageyama, Natsuka, Hose, 838

gene expression, development, exon-intron
organization, medaka fish, membrane gua-
nylyl cyclase, Mantoku, Muramatsu, Naka-
uchi, Yamagami, Kusakabe, Suzuki, 476

—, hepatocytes, HUVEC, TFPI, thrombosis,
Hine, Enjyoji, Kokame, Nakamura, Takei,
Kamikubo, Sueishi, Koto, 1039

—, cloning, cytochrome 6B, Mortierella, RNA
editing, Kobayashi, Sakuradani, Shimizu,
1094

gene structure, CAT assay, histidine-rich
glycoprotein, molecular cloning, nucleotide
sequence, Wakabayashi, Takahashi, Koi-
de, 522

gene structure and regulation, hepatocyte,
Hex, homeobox, tissue specificity, Myint,
Inazu, Tanaka, Yamada, Keng, Inoue,
Kuriyama, Noguchi, 795

gene transfection, cationic lipid vesicles,
DDAB, protamine, You, Kamihira, Iijima,
1160

genomic cloning, integrin, oncogenic transfor-
mation, adhesion molecule, very late anti-
gen, Tsuji, Han, Takeuchi, Takahashi,
Hakomori, Irimura, 1183

/?-glucosidase, cellulase, cellulolytic fungi,
Humicola grisea, Trichoderma reesei,
Takashima, Nakamura, Hidaka, Masaki,
Uozumi, 728

GlcNAc 2-epimerase, iV-acetyl-D-gluco-
samine (GlcNAc), iV-acetyl-D-manno-
samine, binding protein, renin, Takahashi,

Takahashi, Kaneko, Ogasawara, Shindo,
Kobayashi, 348

L-glutamate dehydrogenase, Aeromonas sp.,
cold-active enzyme, heme b, heme-eontain-
ing enzyme, Yamamura, Sakaguchi, Mura-
kami, Yokoyama, Tamiya, 760

glutathione, arachidonic acid, lipid peroxida-
tion, phospholipase A2, prostaglandin D,,
Sakamoto, Kitahara, Nakagawa, 90

glutathione-thiolation, amino acid sequence,
fatty acid-binding protein, molecular
phylogeny, Rana catesbeiana, Baba, Abe,
Tsunasawa, Odani, 115

glycogenolytic pathway, 1,5-anhydro-D-fruc-
tose, 1,5-anhydro-D-glucitol, Escherichia
coli, regulation of glycogen metabolism,
Shiga, Kametani, Kadokura, Akanuma,
166

glycolipid, alcium, Cucumaria echinata,
hemolysin, lectin, Hatakeyama, Sato,
Taira, Kuwahara, Niidome, Aoyagi, 277

glycoprotein, endo-/S-mannosidase, enzyme,
lily, 7V-linked sugar chains, Sasaki, Yama-
gishi, Mega, Norioka, Natsuka, Hose, 363

—, Carica papaya, proteinase inhibitor,
sugar chain, Shimazaki, Makino, Omichi,
Odani, Hose, 560

glycosaminoglycans, chondroitin, low-density
lipoprotein, Volpi, Tarugi, 297

glycoephingolipid, Forssman, GM2, isoglobo,
neolacto, Yamamoto, Iida-Tanaka, Kasa-
ma, Ishizuka, Kushi, Honda, 923

GM2, Forssman, glycosphingolipid, isoglobo,
neolacto, Yamamoto, Iida-Tanaka, Kasa-
ma, Ishizuka, Kushi, Handa, 923

frww-Golgi network, dynamin, endocytosis,
vesicular transport, Kasai, Shin, Shino-
tsuka, Murakami, Nakayama, 780

G protein, c-/os promoter, HEK-293 cells,
MAP kinase, signal transduction, small
GTPase, Sun, Yamauchi, Kaziro, Itoh, 515

Grb2/Ash, EGF receptor, NMR, SH2 do-
main, solution structure, Tsuchiya, Ogura,
Hatanaka, Nagata, Terasawa, Mandiyan,
Schlessinger, Aimoto, Ohta, Inagaki, 1151

Groucho, Drosophila, UBC9, ubiquitin-like
proteins, yeast two-hybrid, Ohsako, Taka-
matsu, 230

growth factor, bone, cartilage, chondromodu-
lin-II, recombinant protein, Shukunami,
Kondo, Wakai, Takahashi, Inoue, Kami-
zono, Hiraki, 436

—, coumaroyl serotonin, EGF, FGF, fibro-
blast, Takii, Hayashi, Hiroma, Chiba,
Kawashima, Zhang, Nagatsu, Sakakibara,
Onozaki, 910

guanine nucleotide, baculovirus, calcium,
calpain, transglutaminase, Hitomi, Kane-
hiro, Ikura, Maki, 1048

guinea pig heart, alc subunit, p\ subunit, Ca*+

channel, cloning, Ding, Kuroki, Kame-
yama, Yoshwnura, Kameyama, 750

H

halobacteria, bacteriorhodopsin, halorhodop-
8in, photocycle, photovoltage, Muneyukt,
Shibazaki, Ohtani, Okuno, Asaumi, Mogi,
270

—, bacterial rhodopsin, bacteriorhodopsin,
evolution of bacterial rhodopsin, retinal
protein, Mukohata, Ihara, Tamura, Sugi-
yama, 649

halorhodopsin, bacteriorhodopsin, halobac-
teria, photocycle, photovoltage, Muneyuki,
Shibazaki, Ohtani, Okuno, Asaumi, Mogi,
270

heavy chain, ecto-acceptors, expression, re-
constitution, tetanus toxin, Li, Aoki, Dolly,
1200

HEK-293 cells, c-fos promoter, G protein,
MAP kinase, signal transduction, small
GTPase, Sun, Yamauchi, Kaziro, Itoh, 515

helicase, cDNA cloning, DNA helicase, p50,
RuvB, Kikuchi, Gohshi, Kawahire, Tachi-
bana, Yaneda, Isobe, Lim, Kohno, Ichi-
mura, Omata, Horigome, 487

Helicobacter pylori, cytochrome c oxidase,
cytochrome cb, c-type cytochrome, heme-
copper oxidase, Tsukita, Koyanagi, Naga-
ta, Koizuka, Akashi, Shimoyama, Tamura,
Sone, 194

hematopoietic stem cell, B-cell differentia-
tion, early B-cell progenitor, immunoglo-
bulin gene rearrangement, stromal cell,
Matsuda, Koguma, Okuyama, Nakazawa,
Matsuzaki, Nakauchi, Yanai, Terasaki,
Obinata, 602

heme b, Aeromonas sp., cold-active enzyme,
L-glutamate dehydrogenase, heme-contain-
ing enzyme, Yamamura, Sakaguchi, Mura-
kami, Yokoyama, Tamiya, 760

heme-containing enzyme, Aeromonas sp.,
cold-active enzyme, L-glutamate dehydro-
genase, heme b, Yamamura, Sakaguchi,
Murakami, Yokoyama, Tamiya, 760

heme-copper oxidase, cytochrome c oxidase,
cytochrome cb, c-type cytochrome, Helico-
bacter pylori, Tsukita, Koyanagi, Nagata,
Koizuka, Akashi, Shimoyama, Tamura,
Sone, 194

hemolysin, alcium, Cucumaria echinata,
glycolipid, lectin, Hatakeyama, Sato,
Taira, Kuwahara, Niidome, Aoyagi, 277

hen oviduct, cytosol, free oligosaccharides,
oligomannoside, Iwai, Mega, Hose, 70

heparan sulfate proteoglycan, adenoid cystic
carcinoma, basement membrane, extracel-
lular matrix, perlecan, Kimura, Cheng,
Toyoshima, Oda, Saku, 406

—, heparitinase, kidney, L-selectin, leuko-
cyte migration, Watanabe, Kawashima,
Li, Miyasaka, 826

heparin, brain, phosphatidic acid, phospho-
lipase, testis, Uchiyama, Miyazaki, Ama-
kasu, Kuwata, Nakatani, Atsumi, Mura-
kami, Kudo, 1001

—, affinity, crosslinking, platelet, protein,
Suda, Mori, Bird, Marques, Ormsby, Tana-
ka, Koshida, Nakamura, Kusumoto, Sobel,
1011

heparin-binding protein, bovine cerebral
cortex, fructose 1,6-bisphosphate aldolase,
purification, regioselectively desulfated
heparins, To, Takano, Kamei, Xu, Kariya,
Yoshida, Hara, 554

heparitinase, heparan sulfate proteoglycan,
kidney, L-selectin, leukocyte migration,
Watanabe, Kawashima, Li, Miyasaka, 826

hepatocyte, gene structure and regulation,
Hex, homeobox, tissue specificity, Myint,
Inazu, Tanaka, Yamada, Keng, Inoue,
Kuriyama, Noguchi, 795

hepatocytes, gene expression, HUVEC, TFPI,
thrombosis, Hine, Enjyoji, Kokame, Naka-
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mura, Takei, Kamikubo, Sueishi, Koto,
1039

heterochromatin, autoantigen, DNA binding,
HP1, self-association, Yamada, Fukuda,
Himeno, Sugimoto, 832

heterodimer, defense mechanism, insect,
papain family proteinase, processing, Fu-
jimoto, Kobayashi, Kurata, Natori, 566

Hex, gene structure and regulation, hepa-
tocyte, homeobox, tissue specificity, Myint,
Inazu, Tanaka, Yamada, Keng, Inoue,
Kuriyama, Noguchi, 795

hexosaminidase, brain, sugar phnina, Oka-
moto, Omichi, Yamanaka, Ikenaka, Hose,
537

highly unwound DNA, NA helicase, DNA
polymerase <*-primage, DNA topoisomer-
ase, yeast Saccharomyces cerevisiae,
Kamimura, Kawasaki, Ohara, Sugino, 236

His-Asp phosphorelay, response regulator,
Schizosaccharomyces pombe, signal trans-
duction, stress response, Ohmiya, Koto,
Yamada, Aiba, Mizuno, 1061

histidine-rich glycoprotein, CAT assay, gene
structure, molecular cloning, nucleotide
sequence, Wakabayashi, Takahashi, Koi-
de, 522

histone acetylation and deacetylation, chro-
matin remodeling, DNA methylation, sper-
miogenesis, transition proteins, Kundu,
Rao, 217

HMG1, HMGl/2-box, model building, muta-
genesis, protein-DNA interaction, Saito,
KUtuchi, Shirakawa, Yoshida, 399

HMGl/2-box, HMG1, model building, muta-
genesis, protein-DNA interaction, Saito,
Kikuchi, Shirakawa, Yoshida, 399

homeobox, gene structure and regulation,
hepatocyte, Hex, tissue specificity, Myint,
Inazu, Tanaka, Yamada, Keng, Inoue,
Kuriyama, Noguchi, 795

homology, chitin degradation, cytoplasmic
chitobiase, DNA sequence, Vibrio para-
haemolyticus, Wu, Laine, 1086

HP1, autoantigen, DNA binding, heterochro-
matin, self-association, Yamada, Fukuda,
Himeno, Sugimoto, 832

HPC-1, exocytosis, PC12h, SNARE, syntax-
in, Watanabe, Fujiwara, Komazaki, Yama-
guchi, Tajima, Akagawa, 685

HPLC, algal galactans, anhydrogalactose,
anhydrous mercaptolysis, dithioacetal,
Hama, Nakagawa, Mochizuki, Sumi,
Hatate, 160

human antibody repertoire, combinatorial
library, phage display, recombinant Fab
fragment, rotavirus infection, Itoh, Naka-
gomi, Suzuki, Inoue, Tada, Suzuki, 123

human milk, bile salt-activated lipase,
bovine pancreas, cholesterol esterase, lyso-
phospholipase, lipase assay, Tanaka, Mie-
rau, Ito, 883

Humicola grisea, cellulase, cellulolytic fungi,
/9-glucosidase, Trichoderma reesei, Taka-
shima, Nakamura, Hidaka, Masaki, Uo-
zumi, 728

HUVEC, gene expression, hepatocytes, TFPI,
thrombosis, Hine, Enjyoji, Kokame, Naka-
mura, Takei, Kamikubo, Sueishi, Kato,
1039

hydration, collagen, hydroxyproline, model
peptide, triple helix, Nagarajan, Kamitori,
Okuyama, 310

—, metalloprotein, nitrile, overexpression,
post-translational modification, Nojiri,
Yohda, Odaka, Matsushita, Tsujimura,
Yoshida, Dohmae, Takio, Endo, 696

hydrogen peroxide, apoptosis, L-amino acid
oxidase, snake venom, Suhr, Kim, 305

hydrophobic interaction, Bacillus stearother-
mophilus, inorganic pyrophosphatase, site-
directed mutagenesis, thermostability,
Shinoda, Hattori, Shimizu, Samejima,
Satoh, 58

20-hydroxyecdysone, apoptosis, cell prolifer-
ation, CNS remodeling, Sarcophaga pere-
grina, Fujii, Tanaka, Homma, Natori, 613

hydroxyproline, collagen, hydration, model
peptide, triple helix, Nagarajan, Kamitori,
Okuyama, 310

hyperthermophile, archaea, azide, Sulfolobus
solfataricus, superoxide dismutase, Yama-
no, Maruyama, 186

hyperthermophilic archaeon, crystallization,
family B DNA polymerase, polymerase
chain reaction, X-ray crystallography,
Hashimoto, Matsumoto, Niahioka, Yuasa,
Takeuchi, Inoue, Fujiwara, Takagi, Ima-
naka, Kai, 983

I

ileum, bile acid, Na+-dependence, tauro-
cholate, transporter, Saeki, Matoba, Furu-
kawa, Kirifuji, Kanamoto, Iwami, 846

imidazole as a DNA denaturant, in vitro
selection, ligand-induced melting, melting
temperature of DNA, TGGE, Eh, Ariyama,
Nishigaki, Husimi, 790

immunoglobulin gene rearrangement, B-cell
differentiation, early B-cell progenitor,
hematopoietic stem cell, stromal cell,
Matsuda, Koguma, Okuyama, Nakazawa,
Matsuzaki, Nakauchi, Yanai, Terasaki,
Obinata, 602

immunoprecipitation study, mismatch re-
pair, PMS2L, RT-PCR, yeast two-hybrid
assay, Kondo, Horii, Fukushige, 818

induction, caffeine metabolism, cigarette
smoking, PCR-RFLP, Nakajima, Yokoi,
Mizutani, Kinoshita, Funayama, Kama-
taki, 803

induction of AChE release, erythrocyte, lipid
transfer, liposome, morphological index,
Suzuki, Okumura, Sunamoto, 876

inhibition, fibrinolysis, fibrinogen, serine
protease, thrombogenesis, Iwamori, Iwa-
mori, Ito, 594

innate immunity in plant, antifungal activity,
ERF (EREBP), ethylene, pathogenesis-
related protein (PR protein), Kitajima,
Sato, 1

inorganic pyrophosphatase, amino acid se-
quence, Bacillus stearothermophilus, ex-
pression, site-directed mutagenesis, Satoh,
Shinoda, Ishii, Koyama, Sakurai, Kaji,
Hachimori, Irie, Samejima, 48

—, Bacillus stearothermophilus, hydrophobic
interaction, site-directed mutagenesis,
thermostability, Shinoda, Hattori, Shimi-
zu, Samejima, Satoh, 58

—, aggregation, deletion, thermostability,
Thermue thermophilus., Satoh, Oshida,

Ono, Hattori, Ohta, Watanabe, Shinoda,
Takahashi, Lee, Samejima, 858

insect, defense mechanism, heterodimer,
papain family proteinase, processing, Fuji-
moto, Kobayashi, Kurata, Natori, 566

insulin, fat cell, lipase, lipolysis, norepi-
nephrine, Morimoto, Sumiyoshi, Kameda,
Tsujita, Okuda, 976

integrin, alkaline treatment, BSE, collagen,
fibril formation, Hattori, Adachi, Ebihara,
Shirai, Someki, Irie, 676

—, genomic cloning, oncogenic transforma-
tion, adhesion molecule, very late antigen,
Tsuji, Han, Takeuchi, Takahashi, Hako-
mori, Irimura, 1183

interaction, calponin, chemical cross-linking,
MALDI-TOF/MS, tubulin, Fujii, Koizumi,
869

interleukin (IL)-l, chondrocyte, matrix
metalloproteinase (MMP), mechanical
stress, proteoglycan, Fujisawa, Hattori,
Takahashi, Kuboki, Yamashita, Takigawa,
966

intracellular degradation, antithrombin, pro-
teasome, quality control, secretion defect,
Shirotani, Tokunaga, Koide, 253

in vitro refolding, archaerhodopsin, bacter-
iorhodopsin, carboxyl group modification,
side chain packing, Sugiyama, Fujii, Muko-
hata, 1144

in vitro selection, imidazole as a DNA de-
naturant, ligand-induced melting, melting
temperature of DNA, TGGE, Eli, Ariyama,
Nishigaki, Husimi, 790

—, Bicoid, DNA binding, Drosophila, gene
activation, Yuan, Ma, Ma, 809

—, aptamer, protease inhibitor, SELEX,
subtilisin, Takeno, Yamamoto, Tanaka,
Sakano, Kikuchi, 1115

involution, lactation, mammary gland, pro-
lactin signaling, protein tyrosine phos-
phatase, Aoki, Kawamura, Yamaguchi-
Aoki, Ohira, Matsuda, 669

ion channel activity, Aib (2-aminoisobutyric
acid)-peptide, antimicrobial activity, pep-
tide chain aggregation, solid phase peptide
synthesis, Higashimoto, Kodama, Jelo-
khani-Niaraki, Kato, Kondo, 705

IRBP gene regulation, photoreceptor-specific,
CRXE, PCE, Fei, Matragoon, Smith, Over-
beek, Chen, Zack, Liou, 1189

IRE1, cerulenin, cytochrome P450, ER
chaperones, ER proliferation, yeast, Take-
waka, Zimmer, Hirata, Ohta, Takagi, 507

isoglobo, Forssman, glycosphingolipid, GM2,
neolacto, Yamamoto, Iida-Tanaka, Kasa-
ma, Ishizuka, Kushi, Honda, 923

JNK, apoptosis, leukemia cells, MAP kinase,
shikonin, Hashimoto, Xu, Masuda, Aiuchi,
Nakajo, Coo, Miyahoshi, Ida, Nakaya, 17

—, MAPK, NGF, wortmannin, zif268,
Kumahara, Ebihara, Saffen, 541

K

keratan sulfate, ELISA, macular corneal
dystrophy, serum, sulfotransferase, Hase-
gawa, Torii, Nagaoka, Nakayasu, Miya-
jima, Habuchi, 245

kidney, arginase II, omithine aminotransfer-
ase, omithine decarboxylase, small intes-
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tine, Ozaki, Gotoh, Nagasaki, Miyanaka,
Takeya, Fujiyama, Tomita, Mori, 586

—, heparan sulfate proteoglycan, hepari-
tinase, L-selectin, leukocyte migration,
Watanabe, Kawashima, Li, Miyasaka, 826

kinetic property, bacterial proteinase, car-
boxyl proteinase, pepstatin-insensitive,
subaite preferences, Narutaki, Dunn, Oda,
75

lactation, involution, mammary gland, pro-
lactin signaling, protein tyrosine phos-
phatase, Aoki, Kawamura, Yamaguchi-
Aoki, Ohira, Matsuda, 669

LDL, apolipoprotein B, lipid peroxidation,
low density lipoprotein, protein degrada-
tion, radical reaction, Tanaka, Iguchi,
Taketani, Nakata, Tokumaru, Sugimoto,
Kojo, 173

lectin, altium, Cucumaria echinata, glyco-
lipid, hemolysin, Hatakeyama, Sato,
Taira, Kuwahara, Niidome, Aoyagi, 277

—, ANS-fluorescence, CEL-EI, cytotoxicity,
pore-forming protein, Oda, Shinmura,
Nishioka, Komatsu, Hatakeyama, Mura-
matsu, 713

lectin blotting, enteropeptidase, porcine duo-
denum, purification, substrate specificity,
Matsushima, Ichinose, Yahagi, Tsukada-
Kato, Miki, Omata, Kim, Ito, Takahashi,
Sakurai, Tsuchiya, Athauda, Inoue, Taka-
hashi, 947

leukemia cells, apoptosis, JNK, MAP kinase,
shikonin, Hashimoto, Xu, Masuda, Aiuchi,
Nakajo, Coo, Miyakoshi, Ida, Nakaya, 17

leukocyte migration, heparan sulfate proteo-
glycan, heparitinase, kidney, L-selectin,
Watanabe, Kawashima, Li, Miyasaka, 826

Lewis x, embryo, fucosyltransferase, gene
cloning, zebrafish, Kageyama, Natsuka,
Hose, 838

ligand-induced melting, imidazole as a DNA
denaturant, in vitro selection, melting
temperature of DNA, TGGE, Eli, Ariyama,
Nishigaki, Husimi, 790

17-kDa light chain localization, aortic smooth
muscle cells, cultured smooth muscle cell,
myosin 17-kDa light chain, myosin light
chain isoforms, Takeuchi, Senba, Furu-
kawa, Eto, Morita, 334

lily, endo-/?-mannosidase, enzyme, glyco-
protein, iV-linked sugar chains, Sasaki,
Yamagishi, Mega, Norioka, Natsuka,
Hose, 363

limited cleavage, choriogenin, fish egg enve-
lope, medaka (teleost fish), molecular
architecture, Sugiyama, Murata, luchi,
Nomura, Yamagami, 469

lipase, fat cell, insulin, lipolysis, norepi-
nephrine, Morimoto, Sumiyoshi, Kameda,
Tsujita, Okuda, 976

lipase assay, bile salt-activated lipase, bovine
pancreas, cholesterol esterase, human
milk, lysophospholipase, Tanaka, Mierau,
Ito, 883

lipid bilayer, liposome, phospholipase A,
(Naja mossambica mossambica), phos-
phatidylcholine, zeta-potential, Yamauchi,
Hayashi, Yamamoto, 853

lipid peroxidation, arachidonic acid, gluta-
thione, phospholipase A,, prostaglandin D2,
Sakamoto, Kitahara, Nakagawa, 90

—, apolipoprotein B, LDL, low density lipo-
protein, protein degradation, radical reac-
tion, Tanaka, Iguchi, Taketani, Nakata,
Tokumaru, Sugimoto, Kojo, 173

lipid transfer, erythrocyte, induction of
AChE release, liposome, morphological
index, Suzuki, Okumura, Sunamoto, 876

lipolysis, fat cell, insulin, lipase, norepi-
nephrine, Morimoto, Sumiyoshi, Kameda,
Tsujita, Okuda, 976

liposome, lipid bilayer, phospholipase A,
{Naja mossambica mossambica), phos-
phatidylcholine, zeta-potential, Yamauchi,
Hayashi, Yamamoto, 853

—, erythrocyte, induction of AChE release,
lipid transfer, morphological index, Suzuki,
Okumura, Sunamoto, 876

low density lipoprotein, apolipoprotein B,
LDL, lipid peroxidation, protein degrada-
tion, radical reaction, Tanaka, Iguchi,
Taketani, Nakata, Tokumaru, Sugimoto,
Kojo, 173

low-density lipoprotein, chondroitin, glyco-
saminoglycans, Volpi, Tarugi, 297

L-selectin, heparan sulfate proteoglycan,
heparitinase, kidney, leukocyte migration,
Watanabe, Kawashima, Li, Miyasaka, 826

lysophospholipase, bile salt-activated lipase,
bovine pancreas, cholesterol esterase, hu-
man milk, lipase assay, Tanaka, Mierau,
Ito, 883

M

macrophage, angiogenesis, endothelial cell,
endothelial cell growth inhibitor, smooth
muscle cell, Nakano, Higashiyama, Taka-
shima, Tsuruoka, Klagsbrun, Taniguchi,
368

macrophage-derived foam cell formation,
acyl-CoA synthetase inhibitor, cholesteryl
ester, triacsin, triacylglycerol, Namatame,
Tomoda, Arai, Inoue, Omura, 319

macular corneal dystrophy, ELISA, keratan
sulfate, serum, sulfotransferase, Hose-
gawa, Torii, Nagaoka, Nakayasu, Miya-
jima, Habuchi, 245

Mad, DPC4, serine-threonine kinase recep-
tor, Smad, TGF-/3, Kawabata, Miyazono, 9

MALDI-TOP/MS, calponin, chemical cross-
linking, interaction, tubulin, Fujii, Koi-
zumi, 869

mammary gland, involution, lactation, pro-
lactin signaling, protein tyrosine phos-
phatase, Aoki, Kawamura, Yamaguchi-
Aoki, Ohira, Matsuda, 669

MAPK, JNK, NGF, wortmannin, zif268,
Kumahara, Ebihara, Saffen, 541

MAP kinase, apoptosis, JNK, leukemia cells,
shikonin, Hashimoto, Xu, Masuda, Aiuchi,
Nakajo, Cao, Miyakoshi, Ida, Nakaya, 17

—, c-fos promoter, G protein, HEK-293 cells,
signal transduction, small GTPase, Sun,
Yamauchi, Kaziro, Itoh, 515

matrix metalloproteinase (MMP), chondro-
cyte, interleukin (IL)-l, mechanical stress,
proteoglycan, Fujisawa, Hattori, Taka-
hashi, Kuboki, Yamashita, Takigawa, 966

mechanical stress, chondrocyte, interleukin
(IL)-l, matrix metalloproteinase (MMP),

proteoglycan, Fujisawa, Hattori, Takaha-
shi, Kuboki, Yamashita, Takigawa, 966

medaka fish, development, exon-intron orga-
nization, gene expression, membrane gua-
nylyl cyclase, Mantoku, Muramatsu, Naka-
uchi, Yamagami, Kusakabe, Suzuki, 476

medaka (teleost fish), choriogenin, fish egg
envelope, limited cleavage, molecular
architecture, Sugiyama, Murata, luchi,
Nomura, Yamagami, 469

melanin, calnexin, melanocyte, melanogene-
sis, tyrosinase, Toyofuku, Wada, Hirosaki,
Park, Hori, Jimbow, 82

melanocyte, calnexin, melanogenesis, mela-
nin, tyrosinase, Toyofuku, Wada, Hirosaki,
Park, Hori, Jimbow, 82

melanogenesis, calnexin, melanocyte, mela-
nin, tyrosinase, Toyofuku, Wada, Hirosaki,
Park, Hori, Jimbow, 82

melting temperature of DNA, imidazole as a
DNA denaturant, in vitro selection, ligand-
induced melting, TGGE, Eli, Ariyama,
Nishigaki, Husimi, 790

membrane guanylyl cyclase, development,
exon-intron organization, gene expression,
medaka fish, Mantoku, Muramatsu, Na-
kauchi, Yamagami, Kusakabe, Suzuki, 476

membrane topology, peroxin Pex2p, perox-
isome assembly factor, peroxisome bio-
genesis, Harano, Shimizu, Otera, Fujiki,
1168

mesangial cell, apoptosis, ceramide, N,N-di-
methylsphingoaine, stress, Sweeney, Iga-
rashi, 737

metallopeptidase, aminopeptidase, COS-7
cells, expressed sequence tags, molecular
cloning, Hattori, Matsumoto, Mizutani,
Tsujimoto, 931

metalloprotease, Agkistrodon halys brevicau-
dus, amino acid sequence, fibrinogenolytic,
snake venom, Terada, Hori, Fujimura,
Kimoto, 64

—, enkephalin, neuropeptide, proprotein
convertase, Berman, Ageyeva, Veksler,
Wood, Devi, 641

metalloprotein, hydration, nitrile, overex-
pression, post-translational modification,
Nojiri, Yohda, Odaka, Matsushita, Tsu-
jimura, Yoshida, Dohmae, Takio, Endo,
696

metalloproteinase, basic residues, disulfide
bridge, reactive site loop, SMPI, Hiraga,
Seeram, Tote, Tanaka, Kainosho, Oda, 202

microsome, cerebral tissue, cytochrome P-
450, drug-metabolizing activity, perfused
brain, Chikaoka, Tamura, 634

mineralization, biglycan, C-type natriuretic
peptide, differential display-polymerase
chain reaction, osteoblast, Inoue, Haya-
kawa, Otsuka, Kamiya, Suzuki, Hirose,
Hagiwara, 103

mini-F plasmid, crystallization, replication
initiator protein, RepE, X-ray diffraction,
Komori, Sasai, Matsunaga, Wada, Miki,
24

mismatch repair, immunoprecipitation
study, PMS2L, RT-PCR, yeast two-hybrid
assay, Kondo, Horii, Fukushige, 818

mitochondria, protein transport, tissue distri-
bution, Tom20, Tom34, Chewawiwat,
Yano, Terada, Hoogenraad, Mori, 721

mitogen-activated protein kinase, ceramide,
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cytosolic phospholipase Aj, phospholipase
C, protein kinase C, Sato, Kageura, Hashi-
zume, Hayama, Kitatani, Akiba, 96

mitotic delay, nuclear export, XP01/CRM1,
YRB1/2, Noguchi, Saitoh, Sazer, Nishi-
moto, 574

MLCK, cross-bridge, myosin, phosphoryla-
tion, smooth muscle, Okagaki, Hayakawa,
Samizo, Kohama, 619

—, catalytic domain, myosin light chain,
myosin, phosphorylation, Okagaki, Ye,
Samizo, Tanaka, Kohama, 1055

model building, HMG1, HMGl/2-box, muta-
genesis, protein-DNA interaction, Saito,
Kikuchi, Shirakawa, Yoshida, 399

model peptide, collagen, hydration, hydroxy-
proline, triple helix, Nagarajan, Kamitori,
Okuyama, 310

molecular architecture, choriogenin, fish egg
envelope, limited cleavage, medaka (tele-
ost fish), Sugiyama, Murata, Iuchi, No-
mura, Yamagami, 469

molecular cloning, CAT assay, gene structure,
histidine-rich glycoprotein, nucleotide se-
quence, Wakabayashi, Takahashi, Koide,
522

—, aminopeptidase, COS-7 cells, expressed
sequence tags, metallopeptidase, Hattori,
Matsumoto, Mizutani, Tsujimoto, 931

molecular phylogeny, amino acid sequence,
fatty acid-binding protein, glutathione-
thiolation, Rana catesbeiana, Baba, Abe,
Tsunasawa, Odani, 115

monoclonal antibody, brain, development,
neuron, synapsin I, Harada, Takeuchi,
Dohmae, Takio, Uenaka, Aoki, Inoue,
Umeda, 443

morphological index, erythrocyte, induction
of AChE release, lipid transfer, liposome,
Suzuki, Okumura, Sunamoto, 876

Mortierella, cloning, cytochrome 6j, gene
expression, RNA editing, Kobayashi,
Sakuradani, Shimizu, 1094

multi-copper enzyme, denitrification, N2O
reductase, Rhodobacter sphaeroides f. sp.
denitrificans IL106, Sato, Okubo, Yama-
zaki, 864

multicopper oxidase, blue copper protein,
ESR, site-directed mutagenesis, stellacya-
nin, Shimizu, Sasaki, Kwon, Odaka, Satoh,
Sakurai, Sakurai, Yamaguchi, Samejima,
662

mutagenesis, HMGl, HMGl/2-box, model
building, protein-DNA interaction, Saito,
Kikuchi, Shirakawa, Yoshida, 399

mutant enzyme, carboxyterminal deletion,
orotate phosphoribosyltransferase, protein
thermostability, Thermus thermophilus,
Hamana, Shinozawa, 109

mutant Streptomyces subtilisin inhibitor,
protein refolding, refolding media selec-
tion, Streptomyces griseus trypsin, tempo-
rary inhibitor, Nohara, Sugiura, Sakaki-
bara, Matsubara, Kojima, Miura, Sakai,
343

myofibroblast, aortic smooth muscle cell, cell
proliferation, gel culture, type IV collagen,
Hirose, Kosugi, Nakazato, Hayashi, 991

myosin, cross-bridge, MLCK, phosphoryla-
tion, smooth muscle, Okagaki, Hayakawa,

Samizo, Kohama, 619
—, catalytic domain, MLCK, myosin light

chain, phosphorylation, Okagaki, Ye,
Samizo, Tanaka, Kohama, 1055

myosin 17-kDa light rhm'n, aortic smooth
muscle cells, cultured smooth muscle cell,
17-kDa light chain localization, myosin
light chain isoforms, Takeuchi, Senba,
Furukawa, Eto, Morita, 334

myosin ATPase, energy transduction, phos-
phate analogue, transition state complex,
X-ray scattering, Maruta, Uyehara, Hom-
ma, Sugimoto, Wakabayashi, 111

myosin light chain, catalytic domain, MLCK,
myosin, phosphorylation, Okagaki, Ye,
Samizo, Tanaka, Kohama, 1055

myosin light chain isoforms, aortic smooth
muscle cells, cultured smooth muscle cell,
17-kDa light chain localization, myosin
17-kDa light chain, Takeuchi, Senba, Furu-
kawa, Eto, Morita, 334

myosin light chain phosphatase, affinity
chromatography, protein kinase C, protein
phosphatase 1, smooth muscle regulation,
Senba, Eto, Yazawa, 354

N

N2O reductase, denitrification, multi-copper
enzyme, Rhodobacter sphaeroides f. sp.
denitrificans IL106, Sato, Okubo, Yama-
zaki, 864

Na+-dependence, bile acid, ileum, tauro-
cholate, transporter, Saeki, Matoba, Furu-
kawa, Kirifuji, Kanamoto, Iwami, 846

Na+ pumping properties, Enterococcus hirae,
Na+-translocating ATPase, vacuolar
ATPase, V0-liposomes, Murata, Takase,
Yamato, Igarashi, Kakmuma, 414

Na+-translocating ATPase, Enterococcus
hirae, Na+ pumping properties, vacuolar
ATPase, V0-liposomes, Murata, Takase,
Yamato, Igarashi, Kakinuma, 414

NA helicase, DNA polymerase a--primase,
DNA topoisomerase, highly unwound
DNA, yeast Saccharomyces cerevisiae,
Kamimura, Kawasaki, Ohara, Sugino, 236

neolacto, Forssman, glycosphingolipid, GM2,
isoglobo, Yamamoto, Iida-Tanaka, Kasa-
ma, Ishizuka, Kushi, Honda, 923

nephrotoxicity, cisplatin, cytotoxicity, free
radicals, phenolic antioxidants, Rao, Ku-
mar, Rao, 383

neuron, brain, development, monoclonal anti-
body, synapsin I, Harada, Takeuchi, Doh-
mae, Takio, Uenaka, Aoki, Inoue, Umeda,
443

neuropeptide, enkephalin, metalloprotease,
proprotein convertase, Berman, Ageyeva,
Veksler, Wood, Devi, 641

neurotrophic factor, apoptosis, oxygen radi-
cal, superoxide dismutase, xanthine,
Satoh, Yamagata, Ishikawa, Yamada,
Uchiyama, Hatanaka, 952

neutron scattering, contrast variation, cyto-
plasmic polyhedrosis virus, small-angle
scattering, Tomita, Hasegawa, Tsukihara,
Miyajima, Nagao, Sato, 916

NGF, JNK, MAPK, wortmannin, zif268,
Kumahara, Ebihara, Saffen, 541

nitric oxide, catecholamines, 4,5-diamino-
fluorescein, fluorescence, reducers, Nagata,
Momose, Ishida, 658

nitrile, hydration, metalloprotein, overex-
pression, post-translational modification,
Nojiri, Yohda, Odaka, Matsushita, Tsu-
jimura, Yoshida, Dohmae, Takio, Endo,
696

NMR, nucleotide excision repair, relaxation,
xeroderma pigmentosum, XPA, Ikegami,
Kuraoka, Saijo, Kodo, Kyogoku, Mori-
kawa, Tanaka, Shirakawa, 495

—, EGF receptor, Grb2/Ash, SH2 domain,
solution structure, Tsuchiya, Ogura, Hata-
naka, Nagata, Terasawa, Mandiyan,
Schlessinger, Aimoto, Ohta, Inagaki, 1151

norepinephrine, fat cell, insulin, lipase, lipo-
lysis, Morimoto, Sumiyoshi, Kameda,
Tsujita, Okuda, 976

nuclear export, mitotic delay, XPO1/CRM1,
YRB1/2, Noguchi, Saitoh, Sazer, Nishi-
moto, 514

nuclear localization, DNA methyltransferase,
oogenesis, Xenopus laevis, Kimura, Sue-
take, Tajima, 1175

nuclear magnetic resonance, acyl-CoA dehy-
drogenase, charge-transfer interaction,
flavoenzyme, resonance Raman spectra,
Tamaoki, Nishina, Shiga, Miura, 285

nucleotide excision repair, NMR, relaxation,
xeroderma pigmentosum, XPA, Ikegami,
Kuraoka, Saijo, Kodo, Kyogoku, Mori-
kawa, Tanaka, Shirakawa, 495

nucleotide sequence, CAT assay, gene struc-
ture, histidine-rich glycoprotein, molecular
rlnning, Wakabayashi, Takahashi, Koide,
522

0

okadaic acid, actin-binding protein, CR3,
phagocytes, superoxide, Nagaishi, Adachi,
Kawanishi, Yamaguchi, Kasahara, Haya-
kawa, Suzuki, 891

oligomannoside, cytosol, free oligosaccha-
rides, hen oviduct, Iwai, Mega, Hose, 70

oligomerization, B23, DNA polymerase a,
DNA replication, retinoblastoma protein,
Takemura, Sato, Nishio, Akiyama, Ume-
kawa, Yoshida, 904

oncogenic transformation, integrin, genomic
cloning, adhesion molecule, very late anti-
gen, Tsuji, Han, Takeuchi, Takahashi,
Hakomori, Irimura, 1183

oogenesis, DNA methyltransferase, nuclear
localization, Xenopus laevis, Kimura, Sue-
take, Tajima, 1175

omithine aminotransferase, arginase II, kid-
ney, omithine decarboxylase, small intes-
tine, Ozaki, Gotoh, Nagasaki, Miyanaka,
Takeya, Fujiyama, Tomita, Mori, 586

omithine decarboxylase, arginase II, kidney,
omithine aminotransferase, small intes-
tine, Ozaki, Gotoh, Nagasaki, Miyanaka,
Takeya, Fujiyama, Tomita, Mori, 586

orotate phosphoribosyltransferase, carboxy-
terminal deletion, mutant enzyme, protein
thermostability, Thermus thermophilus,
Hamana, Shinozawa, 109

osteoblast, biglycan, C-type natriuretic pep-
tide, differential display-polymerase chain
reaction, mineralization, Inoue, Haya-
kawa, Otsuka, Kamiya, Suzuki, Hirose,
Hagiwara, 103

overexpression, amino acid transporter,
fusion protein, sodium alanine symporter
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family, thermophilic alanine carrier,
Kanamori, Kamata, Yagisawa, Hirata,
454

—, hydration, metalloprotein, nitrite, post-
translational modification, Nojiri, Yohda,
Odaka, Matsushita, Tsujimura, Yoshida,
Dohmae, Takio, Endo, 696

oxygen radical, apoptosis, neurotrophic fac-
tor, superoxide dismutase, xanthine,
Satoh, Yamagata, Ishikawa, Yamada,
Uchiyama, Hatanaka, 952

p21 mRNA, dominant-negative p53, senes-
cence, senescence-associated y8-galacto-
sidase, SV40 T antigen, Fujii, Ide, Naka-
bayashi, Joguchi, Ogino, Ayusawa, 531

P3-specificity, aqualysin I, S3 subsite, serine
protease, subtiliain, Tanaka, Matsuzawa,
Ohta, 1016

p47, cDNA cloning, DNA helicase, RuvB,
RUVB-like protein, Gohshi, Shimada,
Kawahire, Imai, Ichimura, Omata, Hori-
gome, 939

p50, cDNA cloning, DNA helicase, helicase,
RuvB, Kikuchi, Gohshi, Kawahire, Ta-
chibana, Yaneda, Isobe, him, Kohno, Ichi-
mura, Omata, Horigome, 487

PACE4, furin, PCS, proalbumin processing,
subtilisin-like proprotein convertase, Mori,
Imamaki, Nagata, Yonetomi, Kiyokage-
Yoshimoto, Martin, Gillespie, Nagahama,
Tsuji, Matsuda, 627

papain family proteinase, defense mecha-
nism, heterodimer, insect, processing,
Fujimoto, Kobayashi, Kurata, Natori, 566

pathogenesis-related protein (PR protein),
antifungal activity, ERF (EREBP), ethyl -
ene, innate immunity in plant, Kitajima,
Sato, 1

PCl2h, exocytosis, HPC-1, SNARE, syntax -
in, Watanabe, Fujiwara, Komazaki, Yama-
guchi, Tajima, Akagawa, 685

PC8, furin, PACE4, proalbumin processing,
subtilisin-like proprotein convertase, Mori,
Imamaki, Nagata, Yonetomi, Kiyokage-
Yoshimoto, Martin, Gillespie, Nagahama,
Tsuji, Matsuda, 627

PCE, IRBP gene regulation, photoreceptor-
specific, CRXE, Fei, Matragoon, Smith,
Overbeek, Chen, Zack, Liou, 1189

PCR-RFLP, caffeine metabolism, cigarette
smoking, induction, Nakajima, Yokoi,
Mizutani, Kinoshita, Funayama, Kama-
taki, 803

pepstatin, carbodiimide, carboxyl proteinase,
chemical modification, Pseudomonas, Ito,
Narutaki, Uchida, Oda, 210

pepstatin-insensitive, bacterial proteinase,
carboxyl proteinase, kinetic property, sub-
site preferences, Narutaki, Dunn, Oda, 75

peptide chain aggregation, Aib (2-aminoiso-
butyric acid)-peptide, antimicrobial activ-
ity, ion channel activity, solid phase pep-
tide synthesis, Higashimoto, Kodama,
Jelokhani-Niaraki, Koto, Kondo, 705

perfused brain, cerebral tissue, cytochrome
P-450, drug-metabolizing activity, micro-
some, Chikaoka, Tamura, 634

perlecan, adenoid cystic carcinoma, basement

membrane, extracellular matrix, heparan
sulfate proteoglycan, Kimura, Cheng,
Toyoshima, Oda, Saku, 406

peroxin Pex2p, membrane topology, perox-
isome assembly factor, peroxisome bio-
genesis, Harano, Shimizu, Otera, Fujiki,
1168

peroxisome assembly factor, membrane topo-
logy, peroxin Pex2p, peroxisome biogene-
sis, Harano, Shimizu, Otera, Fujiki, 1168

peroxisome biogenesis, membrane topology,
peroxin Pex2p, peroxisome assembly fac-
tor, Harano, Shimizu, Otera, Fujiki, 1168

phage display, combinatorial library, human
antibody repertoire, recombinant Fab frag-
ment, rotavirus infection, Itoh, Nakagomi,
Suzuki, Inoue, Tada, Suzuki, 123

phagocytes, actin-binding protein, CR3, oka-
daic acid, superoxide, Nagaishi, Adachi,
Kawanishi, Yamaguchi, Kasahara, Haya-
kawa, Suzuki, 891

phenolic antioxidants, cisplatin, cytotoxicity,
free radicals, nephrotoxicity, Rao, Kumar,
Rao, 383

phosphate analogue, energy transduction,
myosin ATPase, transition state complex,
X-ray scattering, Maruta, Uyehara, Horn-
ma, Sugimoto, Wakabayashi, 111

phosphatidic acid, brain, heparin, phospho-
lipase, testis, Uchiyama, Miyazaki, Ama-
kasu, Kuwata, Nakatani, Atsumi, Mura-
kami, Kudo, 1001

phosphatidylcholine, lipid bilayer, liposome,
phospholipase At (Naja mossambica mos-
sambica), zeta-potential, Yamauchi, Ha-
yashi, Yamamoto, 853

phospholipase, brain, heparin, phosphatidic
acid, testis, Uchiyama, Miyazaki, Ama-
kasu, Kuwata, Nakatani, Atsumi, Mura-
kami, Kudo, 1001

phospholipase A2, arachidonic acid, gluta-
thione, lipid peroxidation, prostaglandin
D,, Sakamoto, Kitahara, Nakagawa, 90

—, amino acid sequence, phospholipase A,
inhibitor, plasma, snake venom, Ohkura,
Kitahara, Inoue, Ikeda, Hayashi, 375

phospholipase Aj inhibitor, amino acid se-
quence, phospholipase A2, plasma, snake
venom, Ohkura, Kitahara, Inoue, Ikeda,
Hayashi, 375

phospholipase A2 {Naja mossambica mossam-
bica), lipid bilayer, liposome, phospha-
tidylcholine, zeta-potential, Yamauchi,
Hayashi, Yamamoto, 853

phospholipase C, ceramide, cytosolic phos-
pholipase Aj, mitogen-activated protein
kinase, protein kmase C, Sato, Kageura,
Hashizume, Hayama, Kitatani, Akiba, 96

phospholipase D (PLD), StreptoverticiUium
dnnamoneum, substrate specificity, trans-
phosphatidylation, Ogino, Negi, Matsu-
miya, Nakaoka, Kondo, Kuroda, Toku-
yama, Kikkawa, Yamane, Fukuda, 263

phosphorylation, cross-bridge, MLCK, my-
osin, smooth muscle, Okagaki, Hayakawa,
Samizo, Kohama, 619

—, catalytic domain, MLCK, myosin light
chain, myosin, Okagaki, Ye, Samizo, Tana-
ka, Kohama, 1055

photocycle, bacteriorhodopsin, halobacteria,
halorhodopsin, photovoltage, Muneyuki,
Shibazaki, Ohtani, Okuno, Asaumi, Mogi,

270
photoreceptor-specific, WBP gene regulation,

CRXE, PCE, Fei, Matragoon, Smith, Over-
beek, Chen, Zack, Liou, 1189

photovoltage, bacteriorhodopsin, halobacte-
ria, halorhodopsin, photocycle, Muneyuki,
Shibazaki, Ohtani, Okuno, Asaumi, Mogi,
270

PKR, apoptosis, EGFP, Fas, protein kinase,
Takizawa, Tatematsu, Nakanishi, 391

plasma, amino acid sequence, phospholipase
Aj, phospholipase A2 inhibitor, snake
venom, Ohkura, Kitahara, Inoue, Ikeda,
Hayashi, 375

plastocyanin, acidic patch, crystal structure,
double mutant, electron transfer, Suga-
wara, Inoue, Li, Gotowda, Hibino, Takabe,
Kai, 899

platelet, affinity, crosslinking, heparin, pro-
tein, Suda, Mori, Bird, Marques, Ormsby,
Tanaka, Koshida, Nakamura, Kusumoto,
Sobel, 1011

—, diacylglycerol lipase, signal transduction,
purification, Moriyama, Urade, Kito, 1077

platelet aggregation, amino acid sequences,
disintegrins, protein purification, snake
venom, Oshikawa, Terada, 31

PMS2L, immunoprecipitation study, mis-
match repair, RT-PCR, yeast two-hybrid
assay, Kondo, Horii, Fukushige, 818

polymerase chain reaction, crystallization,
family B DNA polymerase, hyperthermo-
philic archaeon, X-ray crystallography,
Hashimoto, Matsumoto, Nishioka, Yuasa,
Takeuchi, Inoue, Fujiwara, Takagi, Ima-
naka, Kai, 983

porcine duodenum, enteropeptidase, lectin
blotting, purification, substrate specificity,
Matsushima, Ichinose, Yahagi, Tsukada-
Kato, Miki, Omata, Kim, Ito, Takahashi,
Sakurai, Tsuchiya, Athauda, Inoue, Taka-
hashi, 947

pore-forming protein, ANS-fluorescence,
CEL-m, cytotoxicity, lectin, Oda, Shin-
mura, Nishioka, Komatsu, Hatakeyama,
Muramatsu, 713

post-translational modification, hydration,
metalloprotein, nitrile, overexpression,
Nojiri, Yohda, Odaka, Matsushita, Tsuji-
mura, Yoshida, Dohmae, Takio, Endo, 696

proalbumin processing, furin, PACE4, PC8,
subtilisin-like proprotein convertase, Mori,
Imamaki, Nagata, Yonetomi, Kiyokage-
Yoshimoto, Martin, Gillespie, Nagahama,
Tsuji, Matsuda, 627

processing, defense mechanism, heterodimer,
insect, papain family proteinase, Fujimoto,
Kobayashi, Kurata, Natori, 566

—, bafilomycin Al, cathepsins, proteinase
inhibitors, Vac A toxin, Ishidoh, Takeda-
Ezaki, Watanabe, Sato, Aihara, Imagawa,
Kikuchi, Kominami, 770

prolactin signaling, involution, lactation,
mammary gland, protein tyrosine phos-
phatase, Aoki, Kawamura, Yamaguchi-
Aoki, Ohira, Matsuda, 669

proprotein convertase, enkephalin, metallo-
protease, neuropeptide, Berman, Ageyeva,
Veksler, Wood, Devi, 641

prostaglandin Dj, arachidonic acid, gluta-
thione, lipid peroxidation, phospholipase
A,, Sakamoto, Kitahara, Nakagawa, 90
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protamine, cationic lipid vesicles, DDAB,
gene transfection, You, Kamihira, Iijima,
1160

protease inhibitor, aptamer, in vitro selec-
tion, SELEX, subtilisin, Takeno, Yama-
moto, Tanaka, Sakano, Kikuchi, 1115

proteasome, antithrombin, intracellular de-
gradation, quality control, secretion defect,
Shirotani, Tokunaga, Koide, 253

protein, affinity, crosslinking, heparin, plate-
let, Suda, Mori, Bird, Marques, Ormsby,
Tanaka, Koshida, Nakamura, Kusumoto,
Sobel, 1011

protein activity, protein disulfide-isomerase,
protein folding, protein synthesis in vitro,
single-chain antibody, Merk, Stiege, Tsu-
moto, Kumagai, Erdmann, 328

proteinase inhibitor, Carica papaya, glyco-
protein, sugar chain, Shimazaki, Makino,
Omichi, Odani, Hose, 560

proteinase inhibitors, bafilomycin Al, ca-
thepsins, processing, Vac A toxin, Ishidoh,
Takeda-Ezaki, Watanabe, Sato, Aihara,
Imagawa, Kikuchi, Kominami, 770

• protein backbone change, FTIR, ubiquinol
oxidase, cytochrome bd, redox difference
spectra, Yamazaki, Kandori, Mogi, 1131

protein degradation, apolipoprotein B, LDL,
lipid peroxidation, low density lipoprotein,
radical reaction, Tanaka, Iguchi, Taketani,
Nakata, Tokumaru, Sugimoto, Kojo, 173

protein disulfide-isomerase, protein activity,
protein folding, protein synthesis in vitro,
single-chain antibody, Merk, Stiege, Tsu-
moto, Kumagai, Erdmann, 328

protein-DNA interaction, HMG1, HMG1/2-
box, model building, mutagenesis, Saito,
Kikuchi, Shirakawa, Yoshida, 399

protein folding, protein activity, protein
disulfide-isomerase, protein synthesis in
vitro, single-chain antibody, Merk, Stiege,
Taumoto, Kumagai, Erdmann, 328

protein kinase, apoptosis, EGFP, Fas, PKR,
Takizawa, Tatematsu, Nakanishi, 391

protein kinase C, ceramide, cytosolic phos-
pholipase A,, mitogen-activated protein
kinase, phospholipase C, Sato, Kageura,
Hashizume, Hayama, Kitatani, Akiba, 96

—, affinity chromatography, myosin light
chain phosphatase, protein phosphatase 1,
smooth muscle regulation, Senba, Eto,
Yazawa, 354

protein kinase phosphatase, Ca2+/calmodu-
lin-dependent protein kinase, CaM-kinase
phosphatase, cDNA sequence, protein
phosphatase, Kitani, Ishida, Okuno, Take-
uchi, Kameshita, Fujisawa, 1022

protein phosphatase, CaJ+/calmodulin-de-
pendent protein kinase, CaM-kinase phos-
phatase, cDNA sequence, protein kinase
phosphatase, Kitani, Ishida, Okuno, Take-
uchi, Kameshita, Fujisawa, 1022

protein phosphatase 1, affinity chromatog-
raphy, myosin light chain phosphatase,
protein kinase C, smooth muscle regula-
tion, Senba, Eto, Yazawa, 354

—, actin, protein phosphatase 2A, site-spe-
cific phosphorylated antibodies, vimentin,
Usui, Marriott, Inagaki, Swamp, Osada,
960

protein phosphatase 2A, actin, protein phos-
phatase 1, site-specific phosphorylated
antibodies, vimentin, Usui, Marriott, Ina-
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protein purification, amino acid sequences,
disintegrins, platelet aggregation, snake
venom, Oshikawa, Terada, 31

protein refolding, mutant Streptomyces sub-
tilisin inhibitor, refolding media selection,
Streptomyces griseus trypsin, temporary
inhibitor, Nohara, Sugiura, Sakakibara,
Matsubara, Kojima, Miura, Sakai, 343

protein secretion, Bacillus subtilis, Ffh,
SecA, signal recognition particle, Bunai,
Yamada, Hayashi, Nakamura, Yamane,
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protein synthesis in vitro, protein activity,
protein disulfide-isomerase, protein fold-
ing, single-chain antibody, Merk, Stiege,
Tsumoto, Kumagai, Erdmann, 328

protein thermostability, carboxyterminal
deletion, mutant enzyme, orotate phospho-
ribosyltransferase, Thermus thermophilus,
Hamana, Shinozawa, 109

protein transport, mitochondria, tissue distri-
bution, Tom20, Tom34, Chewawiwat,
Yano, Terada, Hoogenraad, Mori, 721

protein tyrosine phosphatase, involution,
lactation, mammary gland, prolactin sig-
naling, Aoki, Kawamura, Yamaguchi-
Aoki, Ohira, Matsuda, 669

protein-tyrosine-phosphatase-like enzyme,
catalytic residue, cold enzyme, Tsuruta,
Aizono, 690

proteoglycan, chondrocyte, interleukin (IL)-
1, matrix metalloproteinase (MMP),
mechanical stress, Fujisawa, Hattori,
Takahashi, Kuboki, Yamashita, Takigawa,
966

proteolysis, cell cycle control, ubiquitin,
ubiquitin-conjugating enzyme, ubiquitin-
ligase, Yamao, 223

Pseudomonas, carbodiimide, carboxyl pro-
teinase, chemical modification, pepstatin,
/to, Narutaki, Uchida, Oda, 210

purification, bovine cerebral cortex, fructose
1,6-bisphosphate aldolase, heparin-binding
protein, regioselectively desulfated hepa-
rins, To, Takano, Kamei, Xu, Kariya,
Yoshida, Hara, 554
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duodenum, substrate specificity, Matsu-
shima, Ichinose, Yahagi, Tsukada-Kato,
Miki, Omata, Kim, Ito, Takahashi, Saku-
rai, Tsuchiya, Athauda, Inoue, Takahashi,
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transduction, Moriyama, Urade, Kito,
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Q
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Shirotani, Tokunaga, Koide, 253

R

rabbit heart, carbonyl reductase, drug-meta-
bolizing enzyme, redox cycling, tetrameric
enzyme, Imamura, Migita, Otagiri, Choshi,
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radical reaction, apolipoprotein B, LDL, lipid
peroxidation, low density lipoprotein, pro-

tein degradation, Tanaka, Iguchi, Take-
tani, Nakata, Tokumaru, Sugimoto, Kojo,
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Tsunasawa, Odani, 115
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ture, Oyama, Kusunoki, Kishimoto, Taka-
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gomi, Suzuki, Inoue, Tada, Suzuki, 123

recombinant protein, bone, cartilage, chon-
dromodulin-II, growth factor, Shukunami,
Kondo, Wakai, Takahashi, Inoue, Kami-
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Choshi, Hibino, 41
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Momose, Ishida, 658

refolding media selection, mutant Streptomy-
ces subtilisin inhibitor, protein refolding,
Streptomyces griseus trypsin, temporary
inhibitor, Nohara, Sugiura, Sakakibara,
Matsubara, Kojima, Miura, Sakai, 343

regioselectively desulfated heparins, bovine
cerebral cortex, fructose 1,6-bisphosphate
aldolase, heparin-binding protein, purifica-
tion, To, Takano, Kamei, Xu, Kariya,
Yoshida, Hara, 554

regulation of glycogen metabolism, 1,5-anhy-
dro-D-fructose, 1,5-anhydro-D-glucitol,
Escherichia coli, glycogenolytic pathway,
Shiga, Kametani, Kadokura, Akanuma,
166

relaxation, NMR, nucleotide excision repair,
xerodenna pigmentosum, XPA, Ikegami,
Kuraoka, Saijo, Kodo, Kyogoku, Mori-
kawa, Tanaka, Shirakawa, 495

renin, iV-aoetyl-D-glucosamine (GlcNAc), N-
acetyl-D-mannosamine, binding protein,
GlcNAc 2-epimerase, Takahashi, Takaha-
shi, Kaneko, Ogasawara, Shindo, Kobaya-
sW, 348

RepE, crystallization, replication initiator
protein, mini-F plasmid, X-ray diffraction,
Komori, Sasai, Matsunaga, Wada, Miki,
24

replication initiator protein, crystallization,
RepE, mini-F plasmid, X-ray diffraction,
Komori, Sasai, Matsunaga, Wada, Miki,
24

resonance Raman spectra, acyl-CoA dehydro-
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genase, charge-transfer interaction, flavo-
enzyme, nuclear magnetic resonance,
Tamaoki, Nishina, Shiga, Miura, 285

response regulator, His-Asp phosphorelay,
Schizosaccharomyces pombe, signal trans-
duction, stress response, Ohmiya, Koto,
Yamada, Aiba, Mizuno, 1061

retinal protein, bacterial rhodopsin, bacter-
iorhodopsin, evolution of bacterial rhodop-
sin, halobacteria, Mukohata, Ihara, Ta-
mura, Sugiyama, 649

retinoblastoma protein, B23, DNA polymer-
ase a, DNA replication, oligomerization,
Takemura, Sato, Nishio, Akiyama, Ume-
kawa, Yoshida, 904

retroviniB, embryonal carcinoma cell, ribonu-
cleoprotein, spermatogenesis, testis, Ma-
tsui, Breau, Iwasaki, Hagiwara, Tamai,
Mori, Bloom, Jerry, Eddy, Taketo, 1104

Hhodobacter sphaeroides f. sp. dejiitrificans
IL106, denitrification, multi-copper en-
zyme, N2O reductase, Sato, Okubo, Yama-
zaki, 864

ribonucleoprotein, embryonal carcinoma cell,
retrovirus, spermatogenesis, testis, Ma-
tsui, Breau, Iwasaki, Hagiwara, Tamai,
Mori, Bloom, Jerry, Eddy, Taketo, 1104

ribosomal protein, gene cloning, RNA poly-
merase a subunit, thermostability, Ther-
mus thermophilus, Wada, Yamazaki,
Kuramitsu, Kyogoku, 143

—, ribosome, 5S rRNA, RNA-protein com-
plex (RNP), trypsinization, Lin, Liu, Lin,
1029

ribosome, 5S rRNA, ribosomal protein,
RNA-protein complex (RNP), trypsiniza-
tion, Lin, Liu, Lin, 1029

RNA editing, cloning, cytochrome lh, gene
expression, Mortierella, Kobayashi, Sa-
kuradani, Shimizu, 1094 -

RNA polymerase, cyanobacteria, bent DNA,
rpoD, transcription, Asayama, Hayasaka,
Kabasawa, Shirai, Ohyama, 460

RNA polymerase a subunit, gene cloning,
ribosomal protein, thermostability, Ther-
mus thermophilus, Wada, Yamazaki,
Kuramitsu, Kyogoku, 143

RNA-protein complex (RNP), ribosome, 5S
rRNA, ribosomal protein, trypsinization,
Lin, Liu, Lin, 1029

rotavirus infection, combinatorial library,
human antibody repertoire, phage display,
recombinant Fab fragment, Itoh, Naka-
gomi, Suzuki, Inoue, Tada, Suzuki, 123

rpoD, cyanobacteria, bent DNA, RNA poly-
merase, transcription, Asayama, Haya-
saka, Kabasawa, Shirai, Ohyama, 460

5S rRNA, ribosome, ribosomal protein,
RNA-protein complex (RNP), trypsiniza-
tion, Lin, Liu, Lin, 1029

RT-PCR, immunoprecipitation study, mis-
match repair, PMS2L, yeast two-hybrid
assay, Kondo, Horii, Fukushige, 818

RuvB, cDNA cloning, DNA helicase, helicase,
p50, Kikuchi, Gohshi, Kawahire, Tachi-
bana, Yaneda, Isobe, Lim, Kohno, Ichi-
mura, Omata, Horigome, 487

—, cDNA cloning, DNA helicase, p47, RUVB-
like protein, Gohshi, Shimada, Kawahire,
Imai, Ichimura, Omata, Horigome, 939

RUVB-like protein, cDNA cloning, DNA
helicase, p47, RuvB, Gohshi, Shimada,
Kawahire, Imai, Ichimura, Omata, Hori-
gome, 939

S3 subsite, aqualysin I, P3-specificity, serine
protease, subtilisin, Tanaka, Matsuzawa,
Ohta, 1016

Saccharomyces cerevisiae, COPEI vesicle, ER
protein degradation, SARI, vesicular
transport, Saito, Yamanushi, Oka, Naka-
no, 130

SARI, COPII vesicle, ER protein degrada-
tion, Saccharomyces cerevisiae, vesicular
transport, Saito, Yamanushi, Oka, Naka-
no, 130

Sarcophaga peregrina, apoptosis, cell prolif-
eration, CNS remodeling, 20-hydroxy-
ecdysone, Fujii, Tanaka, Homma, Natori,
613

sarcotoxin LA, artificial strong promoter,
bacterial disease resistant plant, bacte-
ricidal peptide, transgenic plant, Ohshima,
Mitauhara, Okamoto, Sawano, Nishiyama,
Kaku, Natori, Ohashi, 431

Schizosaccharomyces pombe, His-Asp phos-
phorelay, response regulator, signal trans-
duction, stress response, Ohmiya, Koto,
Yamada, Aiba, Mizuno, 1061

SecA, Bacillus subtilis, Ffh, protein secre-
tion, signal recognition particle, Bunai,
Yamada, Hayashi, Nakamura, Yamane,
151

secretion defect, antithrombin, intracellular
degradation, proteasome, quality control,
Shirotani, Tokunaga, Koide, 253

SELEX, aptamer, in vitro selection, protease
inhibitor, subtilisin, Takeno, Yamamoto,
Tanaka, Sakano, Kikuchi, 1115

self-association, autoantigen, DNA binding,
heterochromatin, HP1, Yamada, Fukuda,
Himeno, Sugimoto, 832

senescence, dominant-negative p53, p21
mRNA, senescence-associated /9-galacto-
sidase, SV40 T antigen, Fujii, Ide, Naka-
bayashi, Joguchi, Ogino, Ayusawa, 531

senescence-associated /9-galactosidase, domi-
nant-negative p53, p21 mRNA, senes-
cence, SV40 T antigen, Fujii, Ide, Naka-
bayashi, Joguchi, Ogino, Ayusawa, 531

serine protease, fibrinolysis, fibrinogen, inhi-
bition, thrombogenesis, Iwamori, Iwamori,
Ito, 594

—, aqualysin I, P3-specificity, S3 subsite,
subtilisin, Tanaka, Matsuzawa, Ohta,
1016

serine -threonine kinase receptor, DPC4,
Mad, Smad, TGF-/J, Kawabata, Miyazono,
9

serum, ELISA, keratan sulfate, macular
corneal dystrophy, sulfotransferase, Hase-
gawa, Torii, Nagaoka, Nakayasu, Miya-
jima, Habuchi, 245

SH2 domain, EGF receptor, Grb2/Ash,
NMR, solution structure, Tsuchiya, Ogura,
Hatanaka, Nagata, Terasawa, Mandiyan,
Schlessinger, Aimoto, Ohta, Inagaki, 1151

shikonin, apoptosis, JNK, leukemia cells,
MAP kinase, Hashimoto, Xu, Masuda,
Aiuchi, Nakajo, Coo, Miyakoshi, Ida,
Nakaya, 17

side chain packing, archaerhodopsin, bacter-
iorhodopsin, carboxyl group modification,
in vitro refolding, Sugiyama, Fujii, Muko-
hata, 1144

signal recognition particle, Bacillus subtilis,
Ffh, protein secretion, SecA, Bunai, Yama-
da, Hayashi, Nakamura, Yamane, 151

signal transduction, c-fos promoter, G pro-
tein, HEK-293 cells, MAP kinase, small
GTPase, Sun, Yamauchi, Kaziro, Itoh, 515

—, His-Asp phosphorelay, response regula-
tor, Schizosaccharomyces pombe, stress
response, Ohmiya, Koto, Yamada, Aiba,
Mizuno, 1061

—, diacylglycerol lipase, platelet, purifica-
tion, Moriyama, Urade, Kito, 1077

single-chain antibody, protein activity, pro-
tein disulfide-isomerase, protein folding,
protein synthesis in vitro, Merk, Stiege,
Tsumoto, Kumagai, Erdmann, 328

site-directed mutagenesis, amino acid se-
quence, Bacillus stearothermophilus,
expression, inorganic pyrophosphatase,
Satoh, Shinoda, Ishii, Koyama, Sakurai,
Kaji, Hachimori, Irie, Samejima, 48

—, Bacillus stearothermophilus, hydrophobic
interaction, inorganic pyrophosphatase,
thermostability, Shinoda, Hattori, Shimi-
zu, Samejima, Satoh, 58

—, blue copper protein, ESR, multicopper
oxidase, stellacyanin, Shimizu, Sasaki,
Kwon, Odaka, Satoh, Sakurai, Sakurai,
Yamaguchi, Samejima, 662

site-specific phosphorylated antibodies, actin,
protein phosphatase 1, protein phosphatase
2A, vimentin, Usui, Marriott, Inagaki,
Swarup, Osada, 960

Smad, DPC4, Mad, serine-threonine kinase
receptor, TGF-/3, Kawabata, Miyazono, 9

small-angle scattering, contrast variation,
cytoplasmic polyhedrosis virus, neutron
scattering, Tomita, Hasegawa, Tsukihara,
Miyajima, Nagao, Sato, 916

small GTPase, c-fos promoter, G protein,
HEK-293 cells, MAP kinase, signal trans-
duction, Sun, Yamauchi, Kaziro, Itoh, 515

small intestine, arginase H, kidney, ornithine
aminotransferase, omithine decarboxyl-
ase, Ozaki, Gotoh, Nagasaki, Miyanaka,
Takeya, Fujiyama, Tomita, Mori, 586

smooth muscle, cross-bridge, MLCK, myosin,
phosphorylation, Okagaki, Hayakawa,
Samizo, Kohama, 619

smooth muscle cell, angiogenesis, endothelial
cell, endothelial cell growth inhibitor,
macrophage, Nakano, Higashiyama, Taka-
shima, Tsuruoka, Klagsbrun, Taniguchi,
368

smooth muscle regulation, affinity chroma-
tography, myosin light chain phosphatase,
protein kinase C, protein phosphatase 1,
Senba, Eto, Yazawa, 354

SMPI, basic residues, disulfide bridge, metal-
loproteinase, reactive site loop, Hiraga,
Seeram, Tote, Tanaka, Kainosho, Oda, 202

snake venom, amino acid sequences, disinte-
grins, platelet aggregation, protein puri-
fication, Oshikawa, Terada, 31

—, Agkistrodon halys brevicaudus, amino
acid sequence, fibrinogenolytic, metallo-
protease, Terada, Hori, Fujimura, Kimoto,
64
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—, apoptosis, hydrogen peroxide, L-amino

acid oxidase, Suhr, Kim, 305
—, amino acid sequence, phospholipase A2,

phospholipase A, inhibitor, plasma, Oh-
kura, Kitahara, Inoue, Ikeda, Hayashi, 375

SNARE, exocytosis, HPC-1, PC12h, syntax-
in, Watanabe, Fujiwara, Komazaki, Yama-
guchi, Tajima, Akagawa, 685

sodium alanine symporter family, amino acid
transporter, fusion protein, overexpres-
sion, thermophilic alanine carrier, Kana-
mori, Kamata, Yagisawa, Hlrata, 454

solid phase peptide synthesis, Aib (2-amino-
isobutyric acid)-peptide, antimicrobial ac-
tivity, ion channel activity, peptide chain
aggregation, Higashimoto, Kodama, Jelo-
khani-Niaraki, Koto, Kondo, 705

solution structure, EGF receptor, Grb2/Ash,
NMR, SH2 domain, Tsuchiya, Ogura,
Hatanaka, Nagata, Terasawa, Mandiyan,
Schlessinger, Aimoto, Onto, Inagaki, 1151

spennatogenesis, embryonal carcinoma cell,
retrovirus, ribonucleoprotein, testis, Ma-
tsui, Breau, Iwasaki, Hagiwara, Tamai,
Mori, Bloom, Jerry, Eddy, Taketo, 1104

spermiogenesis, chromatin remodeling, DNA
methylation, histone acetylation and deace-
tylation, transition proteins, Kundu, Rao,
217

sphingolipid ceramide iV-deacylase
(SCDase), ceramidase, ceramide, C12-
NBD-ceramide, Tani, Okino, Mitsutake,
Ito, 746

stellacyanin, blue copper protein, ESR,
multicopper oxidase, site-directed muta-
genesis, Shimizu, Sasaki, Kwon, Odaka,
Satoh, Sakurai, Sakurai, Yamaguchi,
Samejima, 662

Streptococcus pyogenes, streptolysin S, toxin
production, unique peptides, Akao, Hashi-
moto, Kobashi, Hidaka, 27

streptolysin S, Streptococcus pyogenes, toxin
production, unique peptides, Akao, Hashi-
moto, Kobashi, Hidaka, 27

Streptomyces griseus trypsin, mutant Strep-
tomyces subtilisin inhibitor, protein refold-
ing, refolding media selection, temporary
inhibitor, Nohara, Sugiura, Sakakibara,
Matsubara, Kojima, Miura, Sakai, 343

Streptoverticillium cinnamoneum, phospho-
lipase D (PLD), substrate specificity, trans-
phosphatidylation, Ogino, Negi, Matsu-
miya, Nakaoka, Kondo, Kuroda, Toku-
yama, Kikkawa, Yamane, Fukuda, 263

stress, apoptosis, ceramide, iV,iV-dimethyl-
sphingosine, mesangial cell, Sweeney, Iga-
rashi, 737

stress response, His-Asp phosphorelay, re-
sponse regulator, Schizosaccharomyces
pombe, signal transduction, Ohmiya, Kato,
Yamada, Aiba, Mizuno, 1061

stromal cell, B-cell differentiation, early B-
cell progenitor, hematopoietic stem cell,
immunoglobulin gene rearrangement,
Matsuda, Koguma, Okuyama, Nakazawa,
Matsuzaki, Nakauchi, Yanai, Terasaki,
Obinata, 602

subsite preferences, bacterial proteinase,
carboxyl proteinase, kinetic property, pep-
statin-insensitive, Narutaki, Dunn, Oda,

75
substrate specificity, phospholipase D (PLD),

Streptoverticillium cinnamoneum, trans-
phosphatidylation, Ogino, Negi, Matsu-
miya, Nakaoka, Kondo, Kuroda, Toku-
yama, Kikkawa, Yamane, Fukuda, 263

—, enteropeptidase, lectin blotting, porcine
duodenum, purification, Matsushima, Ichi-
nose, Yahagi, Tsukada-Kato, Miki, Omata,
Kim, Ito, Takahashi, Sakurai, Tsuchiya,
Athauda, Inoue, Takahashi, 947

subtilisin, aqualysin I, P3-specificity, S3
subsite, serine protease, Tanaka, Matsu-
zawa, Ohta, 1016

—, aptamer, in vitro selection, protease in-
hibitor, SELEX, Takeno, Yamamoto, Ta-
naka, Sakano, Kikuchi, 1115

subtilisin-like proprotein convertase, furin,
PACE4, PC8, proalbumin processing, Mori,
Imamaki, Nagata, Yonetomi, Kiyokage-
Yoshimoto, Martin, Gillespie, Nagahama,
Tsuji, Matsuda, 627

aic subunit, p\ subunit, Ca1+ channel, cloning,
guinea pig heart, Ding, Kuroki, Kame-
yama, Yoshimura, Kameyama, 750

p\ subunit, a,c subunit, Ca1+ channel, cloning,
guinea pig heart, Ding, Kuroki, Kame-
yama, Yoshimura, Kameyama, 750

sugar chain, Carica papaya, glycoprotein,
proteinase inhibitor, Shimazaki, Makino,
Omichi, Odani, Hose, 560

sugar chains, brain, hexosaminidase, Oka-
moto, Omichi, Yamanaka, Ikenaka, Hase,
537

iV-linked sugar chains, endo-yS-mannosidase,
enzyme, glycoprotein, lily, Sasaki, Yama-
gishi, Mega, Norioka, Natsuka, Hase, 363

Sulfolobus solfataricus, archaea, azide, hy-
perthermophile, superoxide dismutase,
Yamano, Maruyama, 186

8ulfotransferase, ELJSA, keratan sulfate,
macular corneal dystrophy, serum, Hase-
gawa, Torii, Nagaoka, Nakayasu, Miya-
jima, Habuchi, 245

superoxide, actin-binding protein, CR3, oka-
daic acid, phagocytes, Nagaishi, Adachi,
Kawanishi, Yamaguchi, Kasahara, Haya-
kawa, Suzuki, 891

superoxide dismutase, archaea, azide, hyper-
thermophile, Sulfolobus solfataricus, Ya-
mano, Maruyama, 186

—, apoptosis, neurotrophic factor, oxygen
radical, xanthine, Satoh, Yamagata, Ishi-
kawa, Yamada, Uchiyama, Hatanaka, 952

SV40 T antigen, dominant-negative p53, p21
mRNA, senescence, senescence-associated
y9-galactosidase, Fujii, Ide, Nakabayashi,
Joguchi, Ogino, Ayusawa, 531

synapsin I, brain, development, monoclonal
antibody, neuron, Harada, Takeuchi, Doh-
mae, Takio, Uenaka, Aoki, Inoue, Umeda,
443

syntaxin, exocytosis, HPC-1, PC12h,
SNARE, Watanabe, Fujiwara, Komazaki,
Yamaguchi, Tajima, Akagawa, 685

taurocholate, bile acid, ileum, Na+-depen-
dence, transporter, Saeki, Matoba, Furu-
kawa, Kirifuji, Kanamoto, Iwami, 846

temporary inhibitor, mutant Streptomyces
subtilisin inhibitor, protein refolding, re-

folding media selection, Streptomyces
griseus trypsin, Nohara, Sugiura, Sakaki-
bara, Matsubara, Kojima, Miura, Sakai,
343

terminal oxidase, aurachin C, cytochrome bd,
cytochrome bo, ubiquinone, Miyoshi, Take-
gami, Sakamoto, Mogi, Iwamura, 138

testis, brain, heparin, phosphatidic acid,
phospholipase, Uchiyama, Miyazaki, Ama-
kasu, Kuwata, Nakatani, Atsumi, Mura-
kami, Kudo, 1001

—, embryonal carcinoma cell, retrovirus,
ribonucleoprotein, spermatogenesis, Ma-
tsui, Breau, Iwasaki, Hagiwara, Tamai,
Mori, Bloom, Jerry, Eddy, Taketo, 1104

tetanus toxin, ecto-acceptors, expression,
heavy chain, reconstitution, Li, Aoki,
Dolly, 1200

tetrameric enzyme, carbonyl reductase, drug-
metabolizing enzyme, rabbit heart, redox
cycling, Imamura, Migita, Otagiri, Choshi,
Hibino, 41

TFPI, gene expression, hepatocytes, HUVEC,
thrombosis, Hine, Enjyoji, Kokame, Naka-
mura, Takei, Kamikubo, Sueishi, Kato,
1039

TGF-/3, DPC4, Mad, serine-threonine kinase
receptor, Smad, Kawabata, Miyazono, 9

TGGE, imidazole as a DNA denaturant, in
vitro selection, ligand-induced melting,
melting temperature of DNA, Eli, Ari-
yama, Nishigaki, Husimi, 790

thermophilic alanine carrier, amino acid
transporter, fusion protein, overexpres-
sion, sodium alanine symporter family,
Kanamori, Kamata, Yagisawa, Hirata,
454

thermostability, Bacillus stearothermophi-
lus, hydrophobic interaction, inorganic
pyrophosphatase, site-directed mutagene-
sis, Shinoda, Hattori, Shimizu, Samejima,
Satoh, 58

—, gene cloning, ribosomal protein, RNA
polymerase a subunit, Thermus thermo-
philus, Wada, Yamazaki, Kuramitsu,
Kyogoku, 143

—, aggregation, deletion, inorganic pyrophos-
phatase, Thermus thermophilus., Satoh,
Oshida, Ono, Hattori, Ohta, Watanabe,
Shinoda, Takahashi, Lee, Samejima, 858

Thermus thermophilus, carboxyterminal
deletion, mutant enzyme, orotate phospho-
ribosyltransferase, protein thermosta-
bility, Hamana, Shinozawa, 109

—, gene cloning, ribosomal protein, RNA
polymerase a subunit, thermostability,
Wada, Yamazaki, Kuramitsu, Kyogoku,
143

Thermus thermophilus., aggregation, dele-
tion, inorganic pyrophosphatase, thermo-
stability, Satoh, Oshida, Ono, Hattori,
Ohta, Watanabe, Shinoda, Takahashi, Lee,
Samejima, 858

tbrombogenesis, fibrinolysis, fibrinogen, inhi-
bition, serine protease, Iwamori, Iwamori,
Ito, 594

thrombosis, gene expression, hepatocytes,
HUVEC, TFPI, Hine, Enjyoji, Kokame,
Nakamura, Takei, Kamikubo, Sueishi,
Kato, 1039

tissue distribution, mitochondria, protein
transport, Tom20, Tom34, Chewawiwat,
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Yano, Terada, Hoogenraad, Mori, 721

tissue specificity, gene structure and regula-
tion, hepatocyte, Hex, homeobox, Myint,
Inazu, Tanaka, Yamada, Keng, Inoue,
Kuriyama, Noguchi, 795

Tom20, mitochondria, protein transport,
tissue distribution, Tom34, Chewawiwat,
Yano, Terada, Hoogenraad, Mori, 721

Tom34, mitochondria, protein transport,
tissue distribution, Tom20, Chewawiwat,
Yano, Terada, Hoogenraad, Mori, 721

toxin production, Streptococcus pyogenes,
streptolysin S, unique peptides, Akao,
Hashimoto, Kobashi, Hidaka, 27

transcription, cyanobacteria, bent DNA, RNA
polymerase, rpoD, Asayama, Hayasaka,
Kabasawa, Shirai, Ohyama, 460

transfection, cationic liposomes, cationic
particles, Yu, Shimoyama, Uneda, Obika,
Miyashita, Doi, Imanishi, 1034

transgenic plant, artificial strong promoter,
bacterial disease resistant plant, bacte-
ricidal peptide, sarcotoxin IA, Ohshima,
Mitsuhara, Okamoto, Sawano, Nishiyama,
Kaku, Natori, Ohashi, 431

transglutaminase, baculovirus, calcium, cal-
pain, guanine nucleotide, Hitomi! Kane-
hiro, Ikura, Maki, 1048

transition proteins, chromatin remodeling,
DNA methylation, histone acetylation and
deacetylation, spermiogenesis, Kundu,
Rao, 217

transition state complex, energy transduc-
tion, myosin ATPase, phosphate analogue,
X-ray scattering, Maruta, Uyehara, Hom-
ma, Sugimoto, Wakabayashi, 111

transphosphatidylation, phospholipase D
(PLD), Streptoverticillium cinnamoneum,
substrate specificity, Ogino, Negi, Matsu-
miya, Nakaoka, Kondo, Kuroda, Toku-
yama, Kikkawa, Yamane, Fukuda, 263

transporter, bile acid, ileum, Na+-depen-
dence, taurocholate, Saeki, Matoba, Furu-
kawa, Kirifuji, Kanamoto, Iwami, 846

triacsin, acyl-CoA synthetase inhibitor,
cholesteryl ester, macrophage-derived
foam cell formation, triacylglycerol,
Namatame, Tomoda, Arai, Inoue, Omura,
319

triacylglycerol, acyl-CoA synthetase in-
hibitor, choleateryl ester, macrophage-de-
rived foam cell formation, triacsin, Nama-
tame, Tomoda, Arai, Inoue, Omura, 319

Trichoderma reesei, cellulase, cellulolytic
fungi, /3-glucosidase, Humicola grisea,
Takashima, Nakamura, Hidaka, Masaki,
Uozumi, 728

triple helix, collagen, hydration, hydroxy-
proline, model peptide, Nagarajan, Kami-
tori, Okuyama, 310

trypsin, APP, cancer, tumor invasion, zy-
mography, Miyata, Koshikawa, Higashi,
Miyagi, Nagashima, Yanoma, Koto, Yasu-
mitsu, Miyazaki, 1067

trypsinization, ribosome, 5S rRNA, ribo-
somal protein, RNA-protein complex
(RNP), Lin, Liu, Lin, 1029

tubulin, calponin, chemical cross-linking,
interaction, MALDI-TOF/MS, Fujii, Koi-
zumi, 869

tumor invasion, APP, cancer, trypsin, zy-
mography, Miyata, Koshikawa, Higashi,
Miyagi, Nagashima, Yanoma, Koto, Yasu-
mitsu, Miyazaki, 1067

type IV collagen, aortic smooth muscle cell,
cell proliferation, gel culture, myofibro-
blast, Hirose, Kosugi, Nakazato, Hayashi,
991

tyrosinase, calnexin, melanocyte, melano-
genesis, melanin, Toyofuku, Wada, Hiro-
saki, Park, Hori, Jimbow, 82

U

UBC9, Drosophila, Groucho, ubiquitin-like
proteins, yeast two-hybrid, Ohsako, Taka-
matsu, 230

ubiquinol oxidase, FTIR, cytochrome bd,
redox difference spectra, protein backbone
change, Yamazaki, Kandori, Mogi, 1131

ubiquinone, aurachin C, cytochrome bd, cyto-
chrome bo, terminal oxidase, Miyoshi,
Takegami, Sakamoto, Mogi, Iwamura, 138

ubiquitin, cell cycle control, proteolysis,
ubiquitin-conjugating enzyme, ubiquitin-
ligase, Yamao, 223

ubiquitin-conjugating enzyme, cell cycle con-
trol, proteolysis, ubiquitin, ubiquitin-li-
gase, Yamao, 223

ubiquitin-ligase, cell cycle control, proteoly-
sis, ubiquitin, ubiquitin-conjugating en-
zyme, Yamao, 223

ubiquitin-like proteins, Drosophila, Groucho,
UBC9, yeast two-hybrid, Ohsako, Taka-
matsu, 230

unique peptides, Streptococcus pyogenes,
streptolysin S, toxin production, Akao,
Hashimoto, Kobashi, Hidaka, 27

Vo-liposomes, Enterococcus hirae, Na+ pump-
ing properties, Na+-translocating ATPase,
vacuolar ATPase, Murata, Takase, Yama-
to, Igarashi, Kakinuma, 414

Vac A toxin, bafilomycin Al, cathepsins,
processing, proteinase inhibitors, Ishidoh,
Takeda-Ezaki, Watanabe, Sato, Aihara,
Imagawa, Kikuchi, Kominami, 770

vacuolar ATPase, Enterococcus hirae, Na+

pumping properties, Na+-translocating
ATPase, V0-liposomes, Murata, Takase,
Yamato, Igarashi, Kakinuma, 414

very late antigen, integrin, genomic cloning,
oncogenic transformation, adhesion mole-
cule, Tsuji, Han, Takeuchi, Takahashi,
Hakomori, Irimura, 1183

vesicular transport, COPE vesicle, ER pro-
tein degradation, Saccharomyces cerevi-
siae, SARI, Saito, Yamanushi, Oka,
Nakano, 130

—, dynamin, endocytosis, trans-Golgi net-
work, Kasai, Shin, Shinotsuka, Murakami,
Nakayama, 780

Vibrio parahaemolyticus, chitin degradation,
cytoplasmic chitobiase, DNA sequence,
homology, Wu, Laine, 1086

vimentin, actin, protein phosphatase 1, pro-
tein phosphatase 2A, site-specific phospho-
rylated antibodies, Usui, Marriott, Ina-
gaki, Swarup, Osada, 960

W

wortmannin, JNK, MAPK, NGF, zif268,

Kumahara, Ebihara, Saffen, 541

X

xanthine, apoptosis, neurotrophic factor,
oxygen radical, superoxide dismutase,
Satoh, Yamagata, Ishikawa, Yamada,
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